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>TDN22_1
ACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTT
CCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCG
AAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCA
ACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAA
AATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTG
CCTCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGC
GGCCCAGGACATCTAAGGGCATCACAGACC

>TDN22_10
TTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTTACCTGACTTTCCG
CGACACGGCACGAAGCCGCGCGCAGTCCGAAAGATTCACCGGACCACTCG
AAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCA
GCGCAGGCTAATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCCAG
AATTCCAAAGATCTATCCCCATCACGACGCCTATTGCTGATTACCAGCCG
CCTCTCGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGC
GGCCCAGGACATCTAAGGGCATCACAGACC

>TDN22_11
CCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAG
TATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTG
GGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGC
GCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGC
CCGTCGCTCCTACCGATTGAATGATTCGGTGAAGATTCCGGACTGGGGCC
TCTTGATTCGTCTCGAAGCCCTGGGAAGCTATCTAAACCTCATCATTTAG
AGGAAGGTGAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_12
CTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTA
TCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGG
GATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGC
AGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCC
GTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGC
GCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGG
AAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_13
CTTGTTACGACTTCTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTCC
GCAGGCGCACGAGGCGCCCTCGGCCCTCAGGGTTCTCCGCCACCACTCGT
CATCGTCAGGAGCAACGACGGGCGTGGAGAACGGAGAGGAACTTATTCAA
CGCAGGATGATGACCTGCTGTTATTACGAATTCCTCGTCCATCATCAAAA
ATTCCTCAGAACAATCCCCACCACGACAACTATTATTGGTGACCACCTGC
CGCCTCAAGCTGGTGATGCTCCTTGTTGGAGGCGGCGTAGCACGCCGGCG
GCCCACGACATCTTATGACGTCATCAACCAAGGGGGAATTCTTGGCCGCT
AAATTCTTTTCTTCCTCTAATGATGCGTATTAAT

>TDN22_14
GTTGAACCCAATTCGTGGTAGGGATCGGAGCTTGCAATTATTCTCCGTGA
ACCAGGAATGCCCAGTAGGCGCAGGTCATCAACCTGCGTCGATTACGTCC




CTGCCTTTTGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTTTAGT
GAGGTCCTCGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGA
AGACGACCGAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTT
CCGTAGGAAGGGCGAATTCGCGGCCGCTAAATTCAATTCGCCCTATAGTG
AGTCGTATT

>TDN22_15_dinoflagellate2+TortSplice
TTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCGTCA
GCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTAAAAC
ACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACATAA
TCAGTACGAGCTGATGACACGCACTTACTAGGAATTCCTCGTTGAAGACT
AACAGTTACAATACTCTATCCCCATCACGATGCGATTTGAAAAGATTCCC
CCACCTCATCAGGCAAGGTCATAAACTCGTTGAACGAATCAGTGTAACGC
GCGTGCATCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_16
CCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCACGT
TTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGGTAG
GGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCTAGTAAGTG
CAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACCGCC
CGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGCCTT
CGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTTGAGC
GTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGAAGGGCGAATT
CGCGGCCGCTAAATTCAATTCGCCCTATAGTGAGTCGTATT

>TDN22_17
TTAGATGTTCTGGGCGGCACACGCGCTACCCAGTAGGCGCAGGTCATCAA
CCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGCCCGTCGCTACTA
CCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCCTGGCGGCTAAC
CCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCACTTAGAGGAAGTA
AAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_18
CGTGCTGGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCT
AGTAAGCGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTAC
ACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGG
ACCGAGGGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTT
AGAGGAAGGAAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_19
ACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTCCAAAGGCGCA
CGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGAAATCGGTAGG
AGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAACGCAGGCTGA
TGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAAATTCCAAAGA
TCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGCCTCACGGAGC
TGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGCGGCCCAGGACA
TCTAAGGGCATCACAGACC

>TDN22_20
ATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACC
AGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAG
ATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTC
ATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGC
TCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCTC




GTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAG
TCGTAACAAGGTTTCCGTAGG

>TDN22_21
ACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTT
CCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCG
AAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCA
ACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAA
AATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTG
CCTCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGC
GGCCCAGGACATCTAAGGGCATCACAGACC

>TDN22_23
TAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATC
ACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGA
TAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAG
GTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGT
CGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGC
CTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAA
AAGTCGTAACAAGGTTTCCGTAGG

>TDN22_24 messyTintinnid
ACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTCCAAAGGCGCA
CGAGGCGCCTCGGTCCAGGGGTCCGCGACCCGCGAACGGAGGAGGCGGCT
TTGAAAGGAGGGGGGATTAACACGCGGGCTGAGGACCTGCGCTTACTAGG
CATTCCTCGTTCAAGACATCCAGCAAAATTTCCCCCCGTCGACACATATT
ACTGGTTACCAGCTGCCTCACGGAGCTGGTGATACTCGCTGTATGTGTCA
GTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACC
>TDN22_26
CCTTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCT
CGTCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACT
AAAACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGA
CGTAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTTCA
CGGAGAATAATTGCAAGCTCCGATCCCTACCACGAATTGGGTTCAACATC
TAAGGGCTCACAGACC

>TDN22_27
TTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCG
TCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTAA
AACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACG
TAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTTCACG
GAGAATAATTGCAAGCTCCGATCCCTACCACGAATTGGGTTCAACATCTA
AGGGCATCACAGACC

>TDN22_28_trichocera_rotifer
TTACGACTTTTACTTCCTCTAAATGATCAAGTTTGATCGTCTTCTCGAAG
CCTAGAGGCAACCTTGCGGTCACTTCCGGATCAATCCGAGGATCTCACTA
AACCATTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAGGGAC
GTAATCAACGCGAGCTGATGACTCGCGCTTACTAGGAATTCCTCGTTCAC
GGAGAATAATTTCAAGCTCCGATCCCAATCACGAAGGGGTTTCAGCGGGT
TACCCACTCTTTTCAGAGCAGGAAAAACACGCTTATCCCTTCAGTGTAGC
GCGCGTGCGGCCCCGAACATCTAAGGGCATCACAGACC

>TDN22_29 Tintinnid&RotiferSplice




CCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAG
TATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTG
GGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGC
GCGAGTCATCAGCTCGCGTTGATTACGTCCCTGCCCTTTGTACACACCGC
CCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTGATCCG
GAAGTGACCGCAAGGTTGCCTCTAGGCTTCGAGAAGACGATCAAACTTGA
TCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_2 ciliate_tintinnid&dinoflagSplice
GAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACT
TTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACT
CGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAAT
CAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTGAAGACTA
ACAGTTACAATACTCTATCCCCATCACGATGCGATTTGAAAAGATTCCCC
CACCTCATCAGGCAAGGTCATAAACTCGTTGAACGAATCAGTGTAACGCG
CGTGCATCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_3
CTGGGCCGCACGCGTGCTACACTGACGCCTACAGCGAGTACTTCCCAGCC
CCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTGATGGGGATAGATCT
TTGGAATTCTGGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTCATTA
GCCTGCGCTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCT
ACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCGCGCGGCTTCGTG
CCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAGAAGT
CGTAACAAGGTTTCCGTAGG

>TDN22_30_specialTin?
ATGTCCTGGGCCGCACGCGTGCTACACTGACGCCTACAGCGAGTACTTCC
CAGCCCCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTGATGGGGATA
GATCTTTGGAATTCTGGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGT
CATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCG
CTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCT
CGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAA
GTCGTAACAAGGTTTCCGTAGG

>TDN22_32
CTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTCCC
GAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCTCA
CTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAGG
GACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGTT
CACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAGCA
GGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTGTA
GCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_34
ATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACC
AGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAG
ATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTC
ATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGC
TCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCTC
GTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAG
TCGTAACAAGGTTTCCGTAGG

>TDN22_35




TTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCGTCA
GCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTAAAAC
ACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACGTAA
TCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTTCACGGAG
AATAATTGCTTAAGAACTAGCTGATCAATTCAGTGTAGCGCGTGTGCCGC
CCAGAACATCTAAGGGCATCACAGACC

>TDN22_36
CTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTA
TCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGG
GATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGC
AGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCC
GTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGC
GCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGG
AAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_37
GTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGGATCTTTTCAAC
AACACTCGAGACGTGAATCTCAAGAGGCTCGATCCAAACACCTCACTAAA
ACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAGGGACGT
AATCAACGCAAGCTTATGACTTGCGCTTACTGGGCATTCCTGGTTCACGG
GGAATAATTGCAAGCCCCGATCCCTACCACGAAGGGGGTTCAGCGGGTTA
CCCGTCCCTCTCGGGAAGGGAAAACACGCTGATCCCTTCAGTGTAGCGCG
CGTGCGGCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_38
GCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGA
GTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCT
GGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAG
CGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAG
GGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGA
AGGAAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_39
TCGTGATGGGGATAGATCTTTGGAATTCTGGATCTTGAACGAGGAATGCC
TAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTCCCTGCCCTTTGTA
CACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCG
GACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATC
ACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_4
CCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAG
TATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTG
GGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGC
GCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGC
CCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGG
GCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAA
GGAAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_40
TTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCG
TCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTAA
AACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACG




TAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTTCACG
GAGAATAATTGCAAGCTCCGATCCCTACCACGAATTGGGTTCAGCATCTA
AGGGCATCACAGACC

>TDN22_41
ACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTCCAAAGGCGCA
CGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGAAATCGGTAGG
AGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAACGCAGGCTGA
TGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAAATTCCAAAGA
TCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGCCTCACGGAGC
TGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGCGGCCCAGGACA
TCTAAGGGCATCACAGACC

>TDN22_42
CTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACGCCTACAGCGAGTA
CTTCCCAGCCCCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTGATGG
GGATAGATCTTTGGAATTCTGGATCTTGAACGAGGAATGCCTAGTAAGCG
CAGGTCATTAGCCTGCGCTGATTAAGTCCCTGCCCTTTGTACACACCGCC
CGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCGCG
CGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGG
AAGGAGAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_43
TCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACCAGC
TCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAGATC
TTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTCATC
AGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCC
TACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCTCGTG
CGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCG
TAACAAGGTTTCCGTAGG

>TDN22_44
TGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCACGTTTTCCCT
TTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGGTAGGGATCGG
AGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAAGTGCAAGTCA
TAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACCGCCCGTCGCT
ACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGCCTTCGGAGGC
ATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACCTGAGCGTTTAGA
GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGAAGGGCGAATTCGCGGCC
GCTAAATTCAATTCGCCCTATAGTGAGTCGTATT

>TDN22_45
ACTTCTCCTTCCTCTAAGTGATAAGGTTCACTAAACTTTCCACTGCAACG
TTCAGAAGCTGAACAATGCTGCGGTCCGAATTATTCACCGGATCACTCAA
TCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACGTAATCAGCA
CGAGCTGATGACTCGTGCTTACTAGGAATTCCTCGTTGAAGATTAATAAT
TGCAATAATCTATCCCCATCACGATGCATCTTAAAAAGATTACCCAACCC
TATCGGGCAAGGTCGTAAACTCGTTGAGTGCATCAGTGTAGCGCGCGTGC
AGCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_46
CTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTA
TCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGG
GATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGC




AGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCC
GTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGC
GCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGG
AAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_47
ATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACC
AGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAG
ATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTC
ATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGC
TCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCGCGCGGCTT
CGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGGAAGGAG
AAGTCGTAACAAGGTTTCCGTAGG

>TDN22_48
CTTAGATGTTCTGGGATGCACGCGCGTTACACTGATTCGTTCAACGAGTT
TATGACCTTGCCTGATGAGGTGGGGGAATCTTTTCAAATCGCATCGTGAT
GGGGATAGAGTATTGTAACTGTTAGTCTTCAACGAGGAATTCCTAGTAAG
TACGTGTCATCAGCTCGTACTGATTATGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTCCTACCGATTGAGTGCTCAGGTGAATAGTATGGACTGCATC
AGTGTTCGGTCTCCGAATGTTGAAGCGAGAAATTCTGTGAATCTTATTGC
TTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGAAGGGCGAATTCG
CGGCCGCTAAATTCAATTCGCCCTATAGTGAGTCGTATA

>TDN22_5
CTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTA
TCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGG
GATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGC
AGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCC
GTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGC
GCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGG
AAAAGTCGTAACAAGGTTTCCGTAGG

>TDN22_6
ACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCGTCAGCTAG
GCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTAAAACACTCA
ATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACGTAATCGAC
GCAGGTTGATGACCTGCGCCTACTGGGTAGCGCGTGTGCCGCCCAGAACA
TCTAAGGGCATCACAGACC

>TDN22_7_Tortanus
CTTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTC
GTCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCACTA
AAACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGAC
GTAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTTCAC
GGAGAATAATTGCAAGCTCCGATCCCTACCACG

>TDN22_8
TTGTTACGACTTCTCCTTCCTCTAAGCAATAAGATTCACAGAATTTCTCG
CTTCAACATTCGGAGACCGAACACTGATGCAGTCCATACTATTCACCTGA
GCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACAT
AATCAGTACGAGCTGATGACACGTACTTACTAGGAATTCCTCGTTGAAGA
CTAACAGTTACAATACTCTATCCCCATCACGATGCGATTTGAAAAGATTC
CCCCACCTCATCAGGCAAGGTCATAAACTCGTTGAACGAATCAGTGTAAC




GCGCGTGCATCCCAGAACATCTAAGGGCATCACAGACC

>TDN22_9
GTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACCAG
CTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAGAT
CTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTCAT
CAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTC
CTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCTCGT
GCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTC
GTAACAAGGTTTCCGTAGG

>TDN23_1ul_10_messyDinoflagellate
CTTCTCCTGCCTCTAAGTGACACGGTTGCTAAACTTTCCACTGCACCTTG
CCCGGCTGAAAACTGCTGCTTTTTAAATTGCTCACCGGAGCACTATATAT
TATTGCAATTATTAATCTTGTGTAAGAAAGTCCTAGACGGAATCAGTACT
AGCTGATGGCTCGTGATTACTATGACCTCCGCGCTGACCATTAATAATTG
CCTAAATCTATCCCCATCACGATGCATTTTAAAACCATTACCCAACCCTA
CCGGGCAAGGTCGTAAACTCGTTGATAGCATCCCTTATCAGTGCGTGCAG
CCCAAAACATCTAAGGGCATCCCAGACCAAGGGCGAATTCGTTTAAACCT
GCTTCACTAGTCCCTTTAGTGAGGGTTAAT

>TDN23_1ul_12
CCTTGATACGACTTGTTCCTTCCTCTAAGTGATCGTGGTTGACTCGACTT
TCTAAAACTGCATCAGGCATCTTCCCGCTATCAGTTCACCGCACCGCGCT
GAATCGGGATCATTGACGGTTGTGGTGTTGAACGAGGAAGGCCTAAATCG
ACGGGGTTTGCTGAACCACGCTTACTAGGCCCTGCTCTTTGTGATCCCGC
CTCCCAATACCTCTCCCCAGCACGATGCATATTGCTGATTTGGACTGACT
TACCTAGCTGGTTTTACTCGCTGCATGCATCCCAGTTCCACGCGAGCAAG
CCAAGACCTCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTG
CTTCAATACTCCCTTTAGTGAGGCTTAA

>TDN23_1ul_13
CCCCTCGCGTGCTACACTGATGCATACTTCGAGTACTACCAGATCCGTCT
TGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGGAA
TTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCAAACCGC
TTTGATTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGAT
TTCGAGGGGTCCGGTGAACCCTTTGGACTGAAAATGCCTCGTGCATTTTT
AGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAACAAG
GTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAAGACTACTCCCTTT
AATGAGGATT

>TDN23_1ul_16
TCTGGCCGCCAACGCGCTACACTGAATTGATCACCTAGCTCTTCCCTTTT
GCCTAGCTGACGAGAAAACGACCGAACTGTAGCACTTAGAGGACGTAAAA
GTCGTAACAAGGTTTCCGCAAGAAGGGCGAATTCGTTTAAACCTGCCGGA
CCAGTCCCTTTAGTGAGGGAT

>TDN23_1ul_17
CCTTCCTCTAAGTGATCGTGGTTGACTCGACTTTCTAAAACTGCATCAGG
CATCTTCCCGCTATCAGTTCACCGCACCGCGCTGAATCGGGATCATTGAC
GGTTGTGGTGTTGAACGAGGAAGGACTTAATCGACGGGGTTTGCTGAACC
ACGCTTACTAGGCATTCCTCTTTGTGATCAAAAATTCCCAATACCTCTCC
CCAGCACGATGCATATTGCTGATTACCGACTGACTTACGGAGCTGGTTTT
ACTCGCTGCATGCATCCCAGTTCCACGCGAGCGGGCCAAGACATCTAAGG



GGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCTTCACTTCTCCCTT
TAGTGAGGCTTAA

>TDN23_1ul_19
CCCGCACGCGTGCTACACTGATGCATACTTCGAGTACTACCAGCTCCGTA
AGGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGGA
ATTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCACACCG
CTTTGATTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGA
TTTCGAGGGGTCCGGTGAACCCTTTGGACTGATAATGCCTCGTGCATTTT
TAGAAAGTCCAGTAAACCACATCACTTACAGGAAGGAAAATCCGTAACAA
GGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAATACTACTCCCTT
TAATGCGGATT

>TDN23_1ul_2
TGTCTCTCGTGTCCTGTACAGCGCAGCTACACTTGCTGCACTCTCGCTGT
TACGACCTTGCCCGGTAAGGGTGGTGCAATCTTTTTTAATCAATCGAGAC
TCAAATAGATTATTGCGATTATTAATCTTCACCAAGGAATTCCTAGTAAT
CACGACTAATCGATTCCTGCTGATTACTACCCTGTCCTTTGTGCACACCG
CCCGTGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGCCCCA
CCTTTCCGCTTCTGAACGCTGCATCGGAAAGTTTATCGAACCTTATCACT
TACAGGAAAGAAAATCCAAAGCAATGTTTCCGCAAGAAGGAAGAATTCGT
CTAAACCTGCAAGACTACTCACTTTAATGAGGATT

>TDN23_1ul_20
ATGTCCTGGCCCGCACGCGTGCTACACTGATGCATACTTCGAGTACTACC
AGATCCGTCTTGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAG
ATCTTTGGAATTTTTGATCTTGAACGAGGAATGTCTACAAAGCGTGTTTC
ATCAAACCGCTTAGTTTAAATCCCTGCCCTTTGTACACACCGCCCGACAC
TCCTACCGATTTCGAGGGGTCCGGCGAACCCTTTGGACTGTTAATGCCTC
GGGCATTTTTAGTGAGTCCAGCAAAGCACATCACTTGCAGGAAAGAAAAT
CTAAAACAAGGTTTCCGCAAGAAGGAATAATTCGTTTAAACCTGCAAGAC
TACCCCCTTTAAGGCGGATT

>TDN23_1ul 21
CTTCCTCTAAGTGATCGTGGATGAATCGACTTTCTAATACTGCATCAGGC
ATCTTCCCGCTATCAGTTCACCGGACCGCGCTGAATCGGGATGATTGACG
GTTGTGGTGTTGAACGAGGAAGGACTTAATCGACGGGGTTTGATGAACCA
CGCTTACTAGGCATTCCTCTTTCAAGATCCCGCCTCCCAATACCTCTCCC
CAGCACGATGCATATTGCTGATTACCGACTGCCTTACGGAGCTGGTTTTA
CTCGCTGCATGCATCCCAGTTCCACGCGTGCGGCCCAAGACATCTAAGGG
GATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCATCACTAGTCCCTTT
AGTGAGGGTTAA

>TDN23_1ul_23
CCGCACGCGTGCTACACTGATGCATACTGCGAGTACTACCAGATCCGTAA
GGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGGAA
TTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCAAACCGC
GTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGAT
TTCGAGGGGTCCGGTGAACCCTTTGGACTGAAAATGCCTCGTGCATTTTT
AGAAAGTCCAGTAAACCACATCACTTACAGGAAGGAAAATCCGTAACAAG
GTTTCCGTAAGAAGGGCTAATTCGTTTAAACCTGCAGGACTACTCCCTTT
AATGAGGATTAATA

>TDN23_1ul 24




CCGCACGCGTGCTACACTGATGCATACTGCGAGTACTACCAGATCCGTAA
GGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGGAA
TTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCAAACCGC
GTTGATTAAATCCCTGCCCTTTGTACACACCGCCCGACACTCCTACCGAT
TTCGAGGGGTCCGGTGAACCCTTTGGACTGTTAATGCCTCGTGCATTTTT
AGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAACAAG
GTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACTCCCTTT
AATGCGGATTA

>TDN23_1ul_25
CTCTGGCCTGTCGCGCGCTACACTGATGTCCTTTCGGCGACCACAATTTT
GCTGCAATAGACGATGCCATCCTTTTTATCCCCTCATGCTGTCAAACAGA
TATGTGTATGCGAACTGTATTAATCTTCACCGAGGAATTCCTAGTAAGCA
TGAGTCATCGACTTGTGCTGATTACGTCCCTGCCCTTTGTACGACCGCCC
GTCGCTCCTACTGATTGAGTGTTTCGGTGAATAATTTGGACTGTCTACTG
CTCGAGTCCCGTGCGCTGCTGCTTAAAGGATGGTGAACCTCAACACTTAA
AGCAAGAAGAACTCATAACATGGCTTCCGTAGGAAGAACTAATTCGCTTA
AACCTGCATTACTACTCCCTTTAGTGAGATTAAAT

>TDN23_1ul_26
CTCTGTCCTGTCGCGCGCTACACTGACGTCCTTTCGGCGACCACAATTTT
GCTGCAATAAACGATGCCATCCTTTTTATCCCCTCATGCTGTCAAACAGA
TATGTGTATGCGAACTGTATTAATCTTCACCAAGGAATTCCTAGTAAGCA
TGAGTCATCGACTTGTGCTGATTCTTCCCTGCCCTTTGGAACACCGCCCG
TCGCTCCTACTGATTGAGTGTTTCGGTGAATAATTTGGACTGTCTACTGC
TCGGGTCCCGTGGGCTGCTGCTTAAAGGATGGTGAACCTCAACACTTAAA
GCAAGAAGAACTCATAACATGGTTTCCGTAGGAAGAACTAATTCCCTTAA
ACCTGCATTACTACTCCCTTTAGTGAGATTAAA

>TDN23_1ul 27
GTTCCCGCACGCGTGCTACACTGATGCATACTTCGAGTACTACCAGATCC
GTCTTGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAGATCTTT
GGAATTTTTGATCTTGAACGAGGAATGTCTACAAAGCGTGTTGCATCACA
CCGCTTAGATTAAATCCCTGCCCTTTGAACACACCGCCCGACACTCCTAC
CGATTTCGAGGGGTCCGGTGAACCCTTTGGACTGATAATGCCTCGTGCAT
TTTTAGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAA
CAAGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACTCC
CTTTAATGCGGATT

>TDN23_1ul_29
TACGACTTGTTCCTTCCTCTAAGTGATCGTGGTTGAATCGACTTTCTAAA
ACCGCATCAGGCATCTTCCCGCCAATCAGTTCACCGCACCACGCTGAATC
ATAGATCATTGAAATTTGTGGTGTTGAACGAGGAAGGCCTAAATCGACGG
GGTTTGATGAACCACGCTTACTAGGCATTCCTCTTTCAAGATCCCGCCTC
CCAATACCTCTCCCCAGCACGATGCATATTGCTGATTACCGACTGACTTA
CCTAGCTGGTTTTACTCGCTGCATGCATCACAGTTCCACGCGTGCGGGCC
AAGACCTCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCT
TCACTACTCCCTTTAGTGAGGGTTAA

>TDN23_1ul_30
TGGCCCCTAGCGTGGTACACTGATGCATACTTCGAGTCTACCAGATCCGT
CTTGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAGATCTTTGG
AATTTTTGATCTTGAACGAGGAATGTCTACTAAGCGTGTTTCATCACACC



GCTTACTTTAAATCCCTGCCCTTTGTACACACCGCCCGACACTCCTACCG
ATTTCGAGGGGTCCGGTGAACCCTTTGGACTGAAAATGCCTCGTGCATTT
TTAGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAACA
AGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACTCCCT
TTAATGCGGATT

>TDN23_1ul_32
AACTGTCTCTCGTGTCCTGTACAGCGCAGCTACACTTGCTGCACTCTCGC
TGTTACGACCTTGCCCGGTAAGGGTGGTGCAATCTTTTTTAATTGCATCG
AGCTGTCAAACGGTTATAGCGATTATTAATCTTCACCAAGGAATTCCTAG
TAATCACGACTCATCGATTCCTGCTGATTACTACCCTGTCCTTTGTGCAC
ACCGCCCGTGCTCCTACCGATTGAATGATCCGGTGAATAATTCAGACCAC
CCCACCCTTCCGCTTCTGAACGCTGACTCGTAAAGTGTATCGAAGCTTAT
CGCTTGCAGGACAGAAAATCCAAAGCAATCTTTCAGCAAGAAGGAATACT
TCGTCTAAACCTGCAAGACTACCCACTTTAAGGCGGATTAA
>TDN23_1ul_33
TTCCTCTAAGTGACGTGGTTGACTCGACTTTCTAATAATGCATCAGGCAT
CTTCCCGCCAAGGGTTCACCGCACCACGCTGAATCGGGATCATTGACGGT
TGTGGTGTTGAACGGGGAAGGACTTAATCGACGGGGTTTGCTGAACCACG
CTTTCTAGGCCCTGCTCTTTGTGATCCCGCCTCCCAATACCTATCCCCAG
CACGATGCATATTGCTGATTACCGACTGACTTACGGAGCTGGTTTTACTC
GCTGCATGCATCCCTGTTCCATGCGTGCGGGCCAAGACATCTAAGGGGAT
CCCAGACCAAGGGCGAATTCGTTTAAACCTGCTTCACTACTCCCTTTAGT
GAGGCTTA

>TDN23_1ul_35 shortTort
TACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTCTCGTCAG
CTATGTGAAAGGGAAAAACTAGCTGAACAATTCTGTGTAACGTGTGTGCC
GCCCAGAACATCTAAGGGCATCACAAACCAAGGGCAAATTCGTTTAAACC
TGCTCGACTAGTCCCTTTAGGGAGGGT

>TDN23_1ul_36
ACTTGTCCTTCCTCTAAGTGACGCGGATGAATCGACTTTCTAAAACTGCA
TCAGGCATCTTCACGCCAAGGGTTCACCGGACCACGCTGAATCGGGAGCA
TTGACGGTTGTGGTGTTGAACGGGGAGGGACTTAATCAACGCGGTTTGAT
GAACCACGCTTACTAGGCATTCCTCTTTGTGATCAAAAATTCCCAATACC
TATCCCCAGCACGATGCATATTGCTGATTTGGGTGCCTTACGGAGCTGGT
TTTTTCGCTGTATGCATCACTGTTGCACGCGTGCGGCCCAAGACCTCTAA
AGGGATCCCAGACCAAGGGCGAATTCGCGTAAACCTGCTTCACTTCTCCC
TTTAGTGAGGCTTAAT

>TDN23_1ul_37
TGGCCCCTCGCGTGGTGCACTGATGCATACTTCGAGTCTACCAGATCCGT
AAGGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGG
AATTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCAAACC
GCTTTGTTTAAGTCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCG
ATTTCGAGGGGTCCGGTGAACCCTTTGGACTGTTAATGCCTCGTGCATTT
TTAGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAACA
AGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACCCCCT
TTAAGGCGGATT

>TDN23 1ul 39
ACGACTTGTCCTTCCTCTAAGTGACGTGGTTGACTCGACTTTCTAAAACT



GCATCAGGCATCTTCCCGCTATCAGTTCACCGGACCGCGCTGAATCGGGA
TCATTGACGGTTGTGGTGTTGAACGGGGAAGGCCTTAATCAACGCGGTTT
GCTGAACCACGCTTACTAGGCATTCCTCGTTGTGATCAAAAATTCCCAAT
ACCTATCCCCAGCACGATGCATATTGCTGATTACCGGTGCCTTACGGAGC
TGGTTTTACTCGCTGCATGCATCACTGTTCCACGCGTGCGGGCCAAGACA
TCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCTTCACTA
CTCCCTTTAGTGAGGCTT

>TDN23_1ul_4
CCCCTCGCGTGCTACACTGATGCATACTGCGAGTACTACCAGCTCCGTCT
GGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGATAGATCTTTGGAA
TTTTTGATCTTGAACGAGGAATGTCTACTAAGCGTGTTTCATCAAACCGC
TTACTTTAAGTCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGAT
TTCGAGGGGTCCGGTGAACCCTTTGGACTGAAGATGCCTCGTGCATTTTT
AGAAAGTCCAGTAAACCACATCACTTACAGGAAGGAAAATCCGTAACAAG
GTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACTCCCTTT
AATGCGGATTAA

>TDN23_1ul_40
CCTGTCGCGCGCTACACTGCTGCACTCTCGATGTTACGACCTTGCCCGGT
AGGCTGGGGTAATCTTTTTTAATCAATCGAGCTGGGGACGGTTATAGCAA
TTATTAATCTTCACCAAGGAATTCCTAGTAAGCACGACGCGTCGATTCGT
GCTGATTACTACCCTGTCCTTTGTACACACCGCCCGTGCTCCTACCGATT
GAATGATCCGGTGAATAATTCGGACCGCCCCACCTTTCCGCTTCTGAACG
CTGACTCGGAAAGTGTATCGAAGCTTATCACTTACAGGAAAGAAAATCCA
AAGCAATGTTTCAGTAAGAAGGAAGAATTCGCCTATACCTGCAAGACTAC
CCACTTTAATGAGGATT

>TDN23_1ul_5
TCCCGCACGCGTGGTACACTGATGCATACTTCGAGTACTACCAGATCCGT
CTTGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAGATCTTTGG
AATTTTTGATCTTGAACGAGGAACGTCTACAAAGCGTGTTTCATCACCCC
GCTTACTTTAAATCCCTGCCCTTTGAACACACCGCCCGACACTCCTACCC
ATTTCGAGGGATCCGGTGAACCCTTTGGACTGTTAATGCCTCGTGCATTT
TTACAAAGTCCATCAAAGCACATCACTTACAGGAAAGAAAATCTAAAACA
AGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAAGACTACCCACT
TTAAGGAGGATTAAT

>TDN23_1ul_6
TGATACGACTTGTTCCTTCCTCTAAGTGATCGTGGATGAATCCACTTTCT
ACTACTGCATCAGGCATCTTGCCGCCAAGGGTTCTCCGCACCGCGCTGAA
TCGGGATCATTGACGTTTGTGGTGTTGAACGAGGAAGGACTAAATCAACG
GGGTTTGCTGAACCACGCTTACTAGGCCCTGCTCTTTGTGATCCCGCCTC
CCAATACCTCTCCCCTCCACGATGCATATTGCTGATTTGGACTGACTTAC
CTCGCTGGTTTTACTCGCTGCATGCATCCCAGATCCATGCGAGCAAGCCA
AGACCTCTAAGGGGATCCCAGACCAAGGGCGAATTCGCTTAAACCTGCTT
CACTACTCCCTTTAGTGAGGCTTAA

>TDN23_2ul_1
TTGATAGTCTTTTCTTCCTCTAAATGTTCAAGTTCGATCGTCTTCCCGGC
GCCACCTGTCGCCGGTTGCCCGCCGAGCCGGGTCCACCTCCTTGATCTCA
CTAAACGATTCAAGCGGTTCTTCCGACTGAAGGAGTGAACCAAGGGAAGG
GACGGACTCAACGCGTGCTTATGACCCGCGCTGACTGTTAATTCCTCGTT



CATGGGCAACAATTACTTGCCCCAATCCCTAAGATCAAGGAGGTTCAACG
CGTTACCCGATCCTTCCGGACAAGGACGACGAACACGTTAATTCCTTCCT
TGAACCGTGCGAGCAGGCCCAAACATCTAAGGGGATCCCAGACCAAGGGC
GAATTCGTTTACGCCTGCTTGACTACTCCCTTTAGTGAGTCGTAA

>TDN23 2ul_10
AAATGTCCTTCCCCCACGCGCGCTACACTGAACGATCTACGTGTTCCTCG
TCCTGGTCCGTAAGGGTCGGGTAACCCGTTGACCTCCTTCTTGCTAGGGC
TTGCGGCTTGTAATTCTTCCCCATGAACGAGGAATTCCCAGTAAGCGCGT
GTCATAAGCACGCGTTGATTACGTCCCTGGCCTTTGCACACACCGCCCGT
CGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGACCGGCCCCGGCA
CGATCCTTCAACCGTCGAGCCGCGACGCCGGTAATACCATCGAAGTTGAT
CATTTGCAGGAAGTAAAATTCGTAACAAGGTTTCCGTAGGAAGGGCGAAT
TCGTTTAAACCTGCAGGACTAGTCCCTTTAGGGAGGGTTAAT
>TDN23_2ul_11
GACTTTTACTTCCTCTAAATGATCAAGTTCGATCGTCTTCCCGGCGCCAC
CTGTCGACGGTTGCCCGCCGAGCCGGTTCCGGTCCTGGAGTCACTAAACG
ATTCTTGCGGTTCTTCCGCCTGAAGGAGTGAACCACGGGAAGGGCGGGAC
TCAACGCGTGCTTATGACCCTCGCTGACTGTTGATTCCTCGTTCCTGCGC
AACAATTACTTGCCCCAATCCCTAAGCGAAGGAGATTCAACGCGTTACCC
GATCCTTCCGGACAAGGACGACGAACACGTTAATTCCTTCCTTGTACATT
GCGAGCAGGCCCGAACATCTAAGGGGTTTCCAGACCAAGGGCGAATTCGT
TTACGCCTGCTTGACTTCTCCCTTTAGTGAGTCTTAA

>TDN23_2ul_12
TCCCGCACGCGCGCTACACTGAACGATCTCCGTGTTCCTCGTCTTGGTCC
GTGCCGGTCGGGTAACCCGTTGAACTCCTTCGTGCTAGGCCTTGCGGCTT
GTAATTCTTCCCCATGAACGAGGAATTCCCAGTAAGCGCGTGCCATAAGC
ACGCGTTGATTACGTCCCTGGCCTTTGCACACACCGCCCGTCGCTACTAC
CGATTGAATGCCTTAGTGAGATCCTCGGACCGGCCCCGGCACGATCCTTC
AACCGTCGAGCCGTGACGCCGGTAATACCATCGAAGTTGATCATTTGCAG
GAAGTAAAATTCGTAACAAGGTTTCCGTAAGAAGGGCGAATTCGTTTAAA
CCTGCAGGACTAGTCCCTTTA

>TDN23_2ul_13
CTGTCTCTCGTGTCCTGTACAGCGCAGCTACACTTGCTGCACTCTCGCTG
TTACGACCTTGCCCGGTAAGGGTGGTGCAATCTTTTTTAATGCATCGAGC
TGGGGATAGATTATTGCGATTATTAATCTTCACCAAGGAATTCCTAGTAA
GCACGACTCATCGATTCGTGCTGATTACTACCCTGTCCTTTGTACACACC
GCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGCCC
CATTGTTCAGCTTCTGAACGTTGCATCGGAAAGTTTATCGAACCTTATCA
CTTACAGGAAAGAAAATCCAAAGCAAGGTTTCCGCAAGAAGGAAGAATTC
GTTTATACCTGCAAGACTACTCCCTTTAATGAGGATT

>TDN23_2ul_15
TCTGGCCGCTAACGCGCTACACTGATTGATCACCTAGCTCTTCCCTTTTG
CCTAGCTGACGAGAAAACGACCGAACTGTAGCACTTAGAGGAAGTAAAAG
TCGTAACAAGGTTTCCATAAGAAGGGAGAATTCGTTTAAACCTGCCGGAC
TAGCCCCTTTAGTGAGGGTTAAT

>TDN23 2ul_16
CTGGGCGCCAACGCGCTACACTGAATTGATCACCTAGCTCTTCCCTTTTG
CCTAGCTGACGAGAAAACGACCGAACTGTAGCACTTAGAGGACGTAAAAG



TCGTAACAAGGTTTCCATAAGAAGGGAGAACTCGTTCAAACCTGCCGGAC
TACCCCCTTTAGAGAGGGATA

>TDN23_2ul_17
CCTGTACAGCGCAGCTACACTTGCTGCACTCTCGCTGTTACGACCTTGCC
CGGTAAGGGTGGTGCAATCTTTTTTAATTCAATCGAGCTGGGGACGATTA
TTGCGATTATTAATCTTCACCAAGGAATTCCTAGTAATCACGACTCATCG
ATTCGTGCTGATTACTACCCTGTCCTTTGTACACACCGCCCGTGCTCCTA
CCGATTGAATGATCCGGTGAATAATTCGGACCGCCCCATTGTTCAGCTTC
TGAACGTTGCATCGGAAAGTGTATCGAACCTTATCACTTACAGGAAAGAA
AATCCAAAGCAAGGTTTCCGCAAGAAGGAAGAATTCGTCTATACCTGCAA
GACTACTCCCTTTAATGAGGATTAA

>TDN23_2ul_18
TCCCCCACGCGCGCTACACTGAACGACCTCCGGGTTCCTCGTCCTGGTCC
GGAAGGGTCGGGTAACCCGTTGAACTCCTTCTTGCTAGGGCTTGCGGCTT
GTAATTCTTCCCCATGAACGAGGAATTCCCAGTAAGCGCGTGCCATAAGC
ACGCGTTGATTACGTCCCTGGCCTTTGCACACACCGCCCGTCGCTACTAC
CGATTGAATGCCTTAGTGAGATCCTCGGACCGGCCCCGGCACGATCCTTC
AACCGTCGAGCCACGAAGCCGGTAATACCATCGAAGTTGATCATTTGCAG
GAACGAAAGTCGTAACAAGGTTTCCGTAGGAAGGGCGAATTCGTTTAAAC
CTGCAGGACTAGTCCCTTTAAGGAGGATTAA

>TDN23_2ul_19
GTGTTCTGGGCTCTAGCGCGCTACACTGCTGCACTCTTCATGTTACCACC
TTGACCGGTAAAGTTGGGTGATCTTTTTAGTTGCCGGAGCTGTCGGACGG
TTATTGCAATTATTAATCTGCACCAAGGACTTCCTAGTAATCACGACGAA
CTGATCCCTGCTGATTACTTCCATATCCTTTGTACACACCGCCCGTCGCT
CCTACCGATTGAGTGATCCGGTGAATAATTCGGACCGCACCAGTTTTCAG
CTTCTGAACGCTGCATCGGAAAGTTTATTGAACCTTATCACTTACAGGAA
GGAAAATCCGTAGCAAGGTTTCCGTAAGAAGGACGAATTCGTTTAAACCT
GCAGGACTACTCCCTTTAGTGAGGATT

>TDN23_2ul_20
TCCCCCAGCGCGCTGACTGAACGACCTCCGGGTTCCTCGCTTGGTCCGTG
CCGGTCGGGTCACCCGTTGAACTCCTTCTTGCTAGGCCTTGCGGCTTGTA
ATTCTTCCCCATGAACGAGGAATTCCCAGTAAGCGCGTGCCATAAGCACG
CGTTAATTACGTCCCTGGCCTTTGCACACACCGCCCGTCGCTACTACCGA
TTGAATGCCTTAGTGAGATCCTCGGACCGGCCCCGGCACGATCCTTCAAC
CGTCGAGCCACGACGCCGGTAATACCATCGAAGTTGATCATTTGCAGGAA
GTAAAAGTCGTAACAAGGTTTCCGTAAGAAGGGCGAATTCGTTTAAACCT
GCAGGACTAGTCCCTTTAGGGAGGGTT

>TDN23_2ul_21
TGTTCTGGCCGCCAACGCGCTACACTGAATTGATCACCTAGCTCTTCCCT
TTTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCACTTAGAGGAAGTA
AAAGTCGTAACAAGGTTTCCGTAGGAAGGGAGAATTCGTTTAAACCTGCC
GGACTAGCCCCTTTAGTGAGGGTTAAT

>TDN23_2ul_22_lily
TTCTCCTTCCTCTAAATGATAAGGTTCAGTGGACTTCTCGCGACGTCTCG
GGCGACGAACCGCCCCCGTCGCCTCGATCCGAACACTTCACCGGACCATT
CAATCGGTAGGAGCGACGGCCGGTGTGTACAAAGGGCAGGGGCGTATCCA
ACGCTAGCTGATGACTCGCGCTTACTATTAATTCCTCGTTGAAGACCAAC



AATTGCAATGATCTATCCCCATCACGATGAAATTTTCAAAGATTACCCGG
GCCTGTCCGCCAAGGCTATAGACTCGTTGAATACATCAGTGTAGCGTGCG
TGCGGGCCAAAACATCTAAGGGCATCCCAGACCAAGGGCGAATTCGTTTA
CGCCTGCTTGACTTCTCCCTTTAGTGAGTCTTAA

>TDN23 2ul 23
TACGACTTGTTCCTTCCTCTAAGTGATCGTGGTTTACTCGACTTTCTAAA
AATGCACGAGGCATCTTCAGGCCAAAGGGTTCACCGGACCGCTCTGAATC
GGGAGGATTGACGGTTGTGGTGTTGAAAGGGGAAGGACTTAATCAACGCG
GTTTGATGAACCACGCTTACTAGGCATTCCTCTTTGTGATCCCGCCTCCC
AATACCTCTCCCCAGCACGATGCATATTGCTGATTACCGACTGCCTTACG
GAGCTGGTTTTACTCGCTGCATGCATCACTGTTCCACGCGTGCGGGCCAA
GACATCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCTTC
ACTAGTCCCTTTAGTGAGGGTTAA

>TDN23_2ul_24
TACGACTTGTTCCTTCCTCTAAGTGATCGTGGTTTACTCGACTTTCTAAA
AATGCACGAGGCATCTTCAGGCCAAAGGGTTCACCGGACCACTCTGAATC
GGGAGGATTGACGGTTGTGGTGTTGAAAGGGGAGGGACTTAATCAACGGG
GTTTGATGAACCACGCTTACTAGGCATTGCTCTTTGTGATCAAAAATTCC
CAATACCTATCCCCAGCACGATGCATATTGCTGATTTGGACTGCCTTACG
GAGCTGGTTTTACTCGCTGTATGCATCAGTGTTCCACGCGTGCGGGCCAG
GACATCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCTTC
ACTAGTCCCTTTAGTGAGGGTTAA

>TDN23_2ul_27
GGCCTTAAATGTTTGGCCTCTAGCGTGGTGACTGATGCATACTTCGAGTC
TACCAGATCCGTAAGGCTGCCGGTAATCAGCAATATGCATCCTGCTGGGG
ATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGTCTACTAAGCGTG
TTTCATCACACCGCTTACTTTAAATCCCTGCCCTTTGTACACACCGCCCG
ACACTCCTACCGATTTCGAGGGGTCCGGTGAACCCTTTGGACTGTTAATG
CCTCGTGCATTTTTAGAAAGTCCAGCAAAGCACATCACTTACAGGAAGGA
AAATCCGTAACAAGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCA
GGACTACTCCCTTTAAGGCGGATTAAT

>TDN23_2ul_28
CTGGCCTTAAATGTCCTGTTCCCGCACGCGTGGTGCACTGATGCATACTG
CGAGTACTACCAGAGTCCGTCTGGCTGCCGGTAATCAGCAATATGCATCC
TGCTGGGGTTAGATCTTTGGAATTTTTGATCTTGAACGAGGAACGCCTAC
TAAGCGTGTTTCATCAAACCGCGTTGTTTAAATCCCTGCCCTTTGAACAC
ACCGCCCGACACTCCTACCGATTTCGAGGGGTCCGGTGAACCCTTTGGAC
TGAAAATGCCTCGTGCATTTTTAGAAAGTCCAGTAAACCACATCACTTAC
AGGAAGGAAAATCCGTAACAAGGTTTCCGTAAGAAGGAATAATTCGTTTA
AACCTGCAAGACTACTCCCTTTAATGAGGATT

>TDN23_2ul_29
GACTTGTTCCTTCCTCTAAGTGATCGTGGTTTACTCGACTTTCTAAAAAT
GCACTCAGGCATCTTCACGCCAAAGGGTTCACCGGACCACTCTAAATCGG
GATCATCGAAATTTGTGGTGTTCAAAGGGCAATGACTTAATCAACGCGGT
TTGATGAACCACGCTTACTAGGCATTCCTCTTTCAAGATCAAAAATTCCC
AATACCTATCCCCAGCACGATGCATATTGCTGATTACCGACTGCCTTACG
GAGCTGGTTTTACTCGCTGCATGCATCACTGTTCCACGCGTGCGGGCCAA
GACATCTAAGGGGATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCATG




ACTAGTCCCTTTAGTGAGGCTTAA

>TDN23_2ul_2 shortTort
CTGGCCGGCACACGCGCTACACTGAATTGATCACCTAGCTCTTCCCTTTT
GCCTAGCTGACGAGAAAACGACCGAACTGTAGCACTTAGAGGAAGTAAAA
GTCGTAACAAGGTTTCCGTAGGAAGGGAGAATTCGTTTAAACCTGCCGGA
CTAGCCCCTTTAGTGAGGGTTAAT

>TDN23_2ul_3
CCCCTAGCGTGGTACACTGATGCATACTTCGAGTACTACCAGATCCGTAA
GGCTGCCGGTAATCAGCAATATGCATCCTGCTGGGGTTAGATCTTTGGAA
TTTTTGATCTTGAACGAGGAATGCCTACTAAGCGTGTTTCATCAAACCGC
TTTGTTTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGAT
TTCGAGGGGTCCGGTGAACCCTTTGGACTGATAATGCCTCGTGCATTTTT
AGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCCGTAACAAG
GTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAAGACTACCCCCTTT
AATGCGGATTAAT

>TDN23_2ul 31 toomessy
CTTGATACGACTTGTCCTTCCTCTAAGTGTTGAGGTTGACCATCCTTTCC
GCAACAGCGTAAGGCAACCTAGCAACGTTGCGTTCCAAGTTACTCTCCGA
AACACTCAATATTGATAATTTACGTGCCTTGGGGACGGGACTCCTGGAAG
GCATCAGTCTGAACCTAGTGTCATGCCTACTGCTGTTTCTTCTTTGAAAA
TCCCGATATTCCTACTCCGATCCACATCATGTTGTGAGTAACAAAGATTG
ATCTACCATGTCTAGCGAGATTGTGCTCCCATTGGAACATCAAGGGCGCG
CGAGTGCATCAAAAGGCATCTAAACCATCGCCGAATTCGGGCGAACTCGC
TTAACTCCGCCCTTTTTGCCCTTAATAGAGGGTTAAT

>TDN23_2ul_32
AACTGTCTCTCGTGTCCTGTACAGCGCAGCTACACTTGCTGCACTCTCGC
TGTTACGACCTTGCCCGGTAAGGGTGGTGCAATCTTTTTTAATCAATCGA
GCACTCAAACGGTTATAGCAATTATTAATCTTCACCAAGGAATTCCTAGT
AAGCACGACTCATCGATTCGTGCTGATTACTACCCTGTCCTTTGTACACA
CCGCCCGTGCTCCTACCGATTGAATGATCCGGTGAATAATTCGGACCGCC
CCACCTTTCCGCTTCTGAACGCTGCCTCGTAAAGTGTATCGAAGCTTATC
GCTTACAGGAAAGAAAATCCAAAGCAATCTTTCAGCAAGAAGGAATTCTT
CGTCTAAACCTGCAATTCTACCCACTTTAAGGAGGATT

>TDN23_2ul_34
CTTAACTGTCTCTCGTGTCCTGTACAGCGCAGCTACACTTGCTGCACTCT
CGCTGTTACGACCTTGCCCGGTAAGGGTGGTGCAATCTTTTTTAATTCAA
TCGAGACTCAAACGGTTATAGCGATTATTAATCTTCACCAAGGAATTCCT
AGTAATCACGACTCATCGATTCCTGCTGATTACTACCCTGTCCTTTGTAC
ACACCGCCCGTGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACC
GCCCCACCTTTCCGCTTCTGAACGCTGCATCGGAAAGTTTATCGAAGCTT
ATCACTTACAGGAAAGAAAATCCAAAGCAAGGTTTCCGCAAGAAGGAAGA
ATTCGTCTAAACCTGCAAGACTACTCACTTTAATGAGGATT
>TDN23_2ul_35
TTCCTCTAAGCGTGGTGCACTGACTGCATATTTCTAGTATGCCAGATCCG
TAATGCTGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAGATCTTTG
GAATTTTTGATCTTGAACGAGGAATGTCTACTAAGCGTGTTTCATCACAC
CGCTTACTTTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACC
GATTTCGAGGGGTCCGGTGAACCCTTTGGACTGTTAATGCCTCGTGCATT



TTTACTGAGTGCAGCAAAGCACATCGCTTACAGGAAAGAAAATCCATAAC
AAGGTTTCCGTAAGAAGGAATTATTCGTTTAAACCTGCAAGTCTACTCAC
TTTAATGCGGATTAAT

>TDN23_2ul_37
CCTCTAGCGTGGTGGCTGATGCATACTTCGAGTCTACCAGATCCGCTTGC
TGCCGGTAATCACAAATATGCATCCTGCTGGGGTTAGATCTTTGGAATTT
TTGATCTTGAACGAGGAATGTCTACTAAGCGTGTTTCATCACACCGCTTA
CTTTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTCCTACCGATTTC
GAGGGGTCCGGTGAACCCTTTGGACTGTTAATGCCTCGTGCATTTTTAGT
AAGTCCAGCAAAGCACATCACTTACAGGAAGGAAAATCCGTAACAAGGTT
TCCGTAAGAAGGAATAATTCGTTTAAACCTGCAGGACTACTCCCTTTAAT
GAGGATTAAT

>TDN23_2ul_38
TTTTACTTCCTCTACCGCTCCTGTTTGGGATCTTCCCGGATGCCTTCCAA
GACGAAACCTCCGAAGCTCCAATCCTAGTACCTCACTAAAACGTTCAATC
GGTAGTGTTCTCGGGCGGTGTGACAAAGGGCAGGGACGTAATCTACGCTT
GCTTATGACTTGCACTTACTGCTTTTTCCTGGCTCCCGAGAACAATTGCA
AGCTCCGATCCCTACCACGAATAAGGATCGGCGGTTCGCCCGTTCCTCTC
GCAAAGGGGAGTCACGCTGATTTATTCCTTGTAGCGCGCGTGCGGCCCAA
AACATCTAAGGGCATCCCAGACCAAGGGCGAATTCGTTTAAACCTGCAGG
ACTAGTCCCTTTAGTGAGGGTTAAT

>TDN23_2ul_39
TTACGACTTTTACTTCCTCTACTGTTCAAGTTCGATCGTCTTCCCGGCGC
CACCTGTCGACGGTTGCCCGCCGAGCCGGTTGAACCTCCTGGAGTCACTA
AACGATTCTTGCGGTTCTTCCGACTGAAGGAGTGAACCAAGGGAAGGGAC
GGACTCAACGCGTGCTTATGACCCGCGCTGACTGTTAATTCCTCGTTCAT
GGGGAACAATTACTTGCCCCAATCCCTAGCACGAAGGAGGTTCAACGCGT
TACCCGATCCTTCCGGACCGGGACGACGAACACGTTGATTCCTTCCTTGT
AGCGTGCGTGCGGGCCCGAACATCTAAGGGGTTCCCAGACCAAGGGCGAA
TTCGTTTACGCCTGCTTGACTACTCCCTTTAGTGAGGCTTAA
>TDN23_2ul_4
GTGCCGCACGCGCGCTACACTGAACGAATCTACGGGTTCCTCGTCCTGGT
CCGTGAAGGATCGGGTAACCCGTTGAACTCCTTCGTGCTAGGGATTGCGG
CTTGTAATTCTTCCCCATGAACGAGGAATTCCCAGTAAGCGCGTGTCATA
AGCACGCGTTGATTACGTCCCTGGCCTTTGCACACACCGCCCGTCGCTAC
TACCGATTGAATGCCTTAGTGAGATCCTCGGACCGGCCCCGGCACGATCC
TTCAACCGTCGAGCCACGAAGCCGGTAATACCATCGAAGTTGATCATTTG
CAGGAAGTAAAATCGTAACAAGGTTTCCGTAAGAAGGGCGAATTCGTTTA
AACCTGCAGGACTAGTCCCTTTAAGGAGGGTT
>TDN23_2ul_40_shortTort
TTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTTAGTGTCA
GCTATTTGAATAGGTGAAAAGAGGAGAACCGTTCTGTGTAACTTGTGGGC
CGCCCAAGTCATCTAAGGGTTTCACAAACCAGGGGCAAATTCCGTTAAAC
CTGCTCGACTAGTCCCTTTAGTAAGGGTTAA

>TDN23_2ul_6
CCTGTCGCGCGCTACACTGCTGCGCTCTCGAGTTTACGATCTTGCCTGAA
TGCTGGGTTAATCTTTTTTAACGCATCGAGATGGGGACAGATCATTGCAA
TTATTGATCTTCACCGAGGAATTCCTAGTAAGCGCGAGTCATCGACTCGT



GCTGATTACTTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGAT
TGAGTGATCCGGCGAATAATTCGGACTGATGCAGCGCTCAGCTTCTGAAT
GTTGCGTTGGAAAGTCTAGTGAACCTTATCACTTACAGGAAGGAAAAGTC
GTAACAAGGTTTCCGTAGGAAGGACGAATTCGTTTAAACCTGCAGGACTA
GTCCCTTTAGTGAGGTTAAAT

>TDN23_2ul_7
ATGTTTGGCCCGCAGCGTGCTACACTGATGCATACTTCGAGTACTACCAG
ATCCGTAAGGCTGCCGGTAATCAGCAATATGCATCCTGCTGGGGTTAGAT
CTTTGGAATTTTTGATCTTGAACGAGGAATGTCTACTAAGCGTGTTTCAT
CAAACCGCTTTGATTAAATCCCTGCCCTTTGTACACACCGCCCGTCACTC
CTACCGATTTCGAGGGGTCCGGCGAACCCTTTGGACTGTTAATGCCTCGT
GCATTTTTAGAAAGTCCAGCAAACCACATCACTTACAGGAAGGAAAATCC
GTAACAAGGTTTCCGTAAGAAGGAATAATTCGTTTAAACCTGCAAGACTA
CTCCCTTTAATGAGGATT

>TDN23_2ul_8
GACTTTTACTTCCTCTACTGACAAGTTCGATCGTCTTCCCGGCGCCACGG
GTCGACGGTTGCCCGCCGAGCCGGTTCCGGTCCTGGAGTCACTAAACGAT
TCTTGCGGTTCTTCCGACTGAAGGAGTGAACCAAGGGAAGGGACGGACTC
AACGCGTGCTTATGACCCTCGCTGACTGTTAATTCCTCGTTCCTGCGCAA
CAATTACTTGCCCCAATCCCTAGCACGAAGGAGGTTCAACGCGTTACCCG
ATCCTTCCGGACCGGGACGACGAACACGTTGATTCCTTCCTTGTTCAGTG
CGTGCAGGCCCGAACATCTAAGGGCATCCCAGACCAAGGGCGAATTCGTT
TACGCCTGCTTGACTTCTCCCTTTAGTGAGTCTTAA

>TDN23_2ul_9
TACTTCCTCTACTCCGGTCAATTTGCGCATCTTCTCGGCTCGCCTGGAGC
AGGCCCGACGACCCGCCTACGGGACCCATCTCAAGATATCATTAACTGGA
TGGATCTGTACCACCTGCGGGAGGAGTGTACAAAGGGCAGGAACGTAATC
ATCACGATGTGATGACTCCTGCTTATTGGAAATTCCTCGTTCATGTACAA
CAATTGGCTCCCCCAATCCCTATCACGAATGGGGTTCAACGGGTTTCCCG
GCCCTCTCTGCTCAGGCGAGACGCACGCTGATCCATTCATTGTAGCGCAT
GAGCAGCCCCGAACATCTAAGGGTTCACAGACCAAGGGCGAATTCGTTTA
AACCTGATTGACTAGTCCCTTTAGTGAGTCTTAAT

>TDN24_10
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCTA
CACTGATGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAAT
CTTTTTAAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCTT
CAACGAGGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGT
CCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCCG
GTGAATAATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGGG
AAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTT
TCCGTAGGA

>TDN24_11
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAA
TAAATCAGCGTGACTCCCCTTTCCGAGAGGAACGGGCAACCCGCTGAACC
TTATTCGTGGTAGGGATCGGAGCTTGCAATTGTTCTCCGTGAACCAGGAA
TTCCCAGTAAGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTT
TGTACACACCGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTACT
TGGACTGGAGCTTCGGAGGTTTCGGCCTCCGTGGCATCCGGGAAGATTCC



CAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
AATCACTAGTGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAAC
GCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCACCTAAATA
>TDN24_12
CCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTCA
CTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGAA
TTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAAA
GGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAATT
CCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGTT
TTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAACG
CATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGACC
>TDN24_13
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCT
ACAATAAATAACTCATCAAGTTATCCGTTTTGACAAAGACGGGCAAACTA
ATGAAAGTTATTTGTAGTTGGAATGGGCACTTGCAATTATTTACCCTGAA
CTAGGAATTCCTAGTAAGCGCAAGTAATCAGCTTGCACTGATTTAGTCCC
TGCCACTTGTACACACCGCCCGTCGCTACTACCGATCGGATTTATTAGTG
AGAACTAAGGACAAATCTTTTTTGCCTTAAAACCAAAGAAGATTTGAAAT
TAGCTCAAACTGCTATTTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC
GTAGGA

>TDN24_14
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCT
ACACTGATGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAA
TCTTTTTAAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCT
TCAACGAGGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACG
TCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCC
GGTGAATAATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGG
GAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGT
TTCCGTAGGA

>TDN24_15
CGCGGGATCCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAAACGCT
CAAGTTTGGGAATCTTCCCGGATGCCACGGAGGCCGAAACCTCCGAAGCT
CCAGTCCAAGTACCTCACTAAAACGTTCAATCGGTAGTAGCGACGGGCGG
TGTGTACAAAGGGCAGGGACGTAATCAACGCAAGCTTATGACTTGCACTT
ACTGGGAATTCCTGGTTCACGGAGAACAATTGCAAGCTCCGATCCCTACC
ACGAATAAGGTTCAGCGGGTTGCCCGTTCCTCTCGGAAAGGGGAGTCACG
CTGATTTATTCAGTGTAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATC
ACAGACCA

>TDN24_16
ATGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCTACACTGA
TGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAATCTTTTT
AAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATTTTCAACGA
GGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGCCCCTGC
CCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAAT
AATTCGGATTGTAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGGGAAGTTT
AGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN24_17



TGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCTACACTGAT
GCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAATCTTTTTA
AAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCTTCAACGAG
GAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGTCCCTGCC
CTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATA
ATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGGGAAGTTTA
GTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN24_18
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24_19
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGACGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24 2
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24_20
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCT
ACACTGATGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAA
TCTTTTTAAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCT
TCAACGAGGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACG
TCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCC
GGTGAATAATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGG
GAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGT
TTCCGTAGGA

>TDN24_22
GGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAT
AAATCAGCGTGACTCCCCTTTCCGAGAGGAACGGGCAACCCGCTGAACCT
TATTCGTGGTAGGGATCGGAGCTTGCAATTGTTCTCCGTGAACCAGGAAT



TCCCAGTAAGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTT
GTACACACCGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTACTT
GGACTGGAGCTTCGGAGGTTTCGGCCTCCGTGGCATCCGGGAAGATTCCC
AAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
>TDN24_23
TGGTCTGTGATGCCCTTAGATGTAAAAGTCGTAACAAGGTTTCCGTAGGG
AATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGTCCCTGCCC
TTTGTACACACCGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTA
CTTGGACTGGAGCTTCGGAGGTTTCGGCCTCCGTGGCATCCGGGAAGATT
CCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN24_24
TCCTACGGAACCTTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCG
GTCGTCTTCTCGTCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGA
GGACCTCACTAAAACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAA
AAGGCAGGGACGTAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCAT
TCCTGGTTCACGGAGAATAATTGCAAGCTCCGATCCCTACCTCTAGTTGG
ATTCAACAGATTCAAGTGATAAAGTCAATAACTAGCTGATCAATTCCAGG
TAATGCGTGGGCCTCCCAGAACATCTAATGGCGTCACCGACTGATCACTA
GTGCGATCGCCTGCCTCCCGACCATATGGAAGAGTTCCTTGCGCGTTGTA
TGCAGACCTTGAGTAATCTATAGTGTCACCTAAATA

>TDN24_25
TGGTCTGTGATGCCCTTAGATGTAAAAGTCGTAACAAGGTTTCCGTAGGG
AATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGTCCCTGCCC
TTTGTACACACCGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTA
CTTGGACTGGAGCTTCGGAGGTTTCGGCCTCCGTGGCATCCGGGAAGATT
CCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN24_26
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAGCTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
CA

>TDN24_27 Tortsplice?
TGGTCTGTGATGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAA
TTGATCAGCTAGTTCTTCCCTTTCTGACAATTATTCTCCGTGAACCAGGA
ATGCCCAGTAGGCGCAGGTCATCAACCTGCGTCGATTACGTCCTTGCCTT
TTGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCC
TCGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGAC
CGAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
AATCACTAGTGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAAC
GCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCACCTAAATA
>TDN24_28
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC



ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAGCTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
CA

>TDN24_3
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24_31
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
CA

>TDN24_4
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24_5
TCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTC
ACTAAACTTCCCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGA
ATTATTCACCGGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCAGCACGAGCTGATGACTCACGCTTACTAGGAAT
TCCTCGTTGAAGATTGATAATTGCAAGAATCTATCCCCATCACGATGCGT
TTTAAAAAGATTACCAAACCTTTCCAGGCAAGGTCGTAAACTCGTTGAAC
GCATCAGTGTAGCGCGCGTGCAGCCCAGAACATCTAAGGGCATCACAGAC
C

>TDN24_6
CGGGATCCTACGGAACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAA
GTTTGGGAATCTTCCCGGATGCCACGGAGGCCGAAACCTCCGAAGCTCCA
GTCCAAGTACCTCACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGT
GTACAAAGGGCAGGGACGTAATCAACGCAAGCTTATGACTTGCACTTACT



GGGAATTCCTGGTTCACGGAGAACAATTGCAAGCTCCGATCCCTACCACG
AATAAGGTTCAGCGGGTTGCCCGTTCCTCTCGGAAAGGGGAGTCACGCTG
ATTTATTCAGTGTAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACA
GACCA

>TDN24_7
TTCCTACGGAACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTT
GGGAATCTTCCCGGATGCCACGGAGGCCGAAACCTCCGAAGCTCCAGTCC
AAGTACCTCACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTAC
AAAGGGCAGGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGA
ATTCCTGGTTCACGGAGAACAATTGCAAGCTCCGATCCCTACCACGAATA
AGGTTCAGCGGGTTGCCCGTTCCTCTCGGAAAGGGGAGTCACGCTGATTT
ATTCAGTGTAGCGCGCGTGCCGCCCAGAACATCTAAGGGCATCACAGACC
A

>TDN24_8
TTGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCTACACTGA
TGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAATCTTTTT
AAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCTTCAACGA
GGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACGTCCCTGC
CCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAAT
AATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGGGAAGTTT
AGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN24_9
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGCGCT
ACACTGATGCGTTCAACGAGTTTACGACCTTGCCTGGAAAGGTTTGGTAA
TCTTTTTAAAACGCATCGTGATGGGGATAGATTCTTGCAATTATCAATCT
TCAACGAGGAATTCCTAGTAAGCGTGAGTCATCAGCTCGTGCTGATTACG
TCCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCC
GGTGAATAATTCGGACTGCAGCAAAGTTTAGTTCCTGAGCTCTGCCGCGG
GAAGTTTAGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGT
TTCCGTAGGA

>TDN25_1
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_16
ATGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAATGGATCAGC
GTGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGAACCCCATTC
GTGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAGGAATTCCCA
GTAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCCCTTTGTACA
CACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATT
GGTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCGAGAAGATGC
GCAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAG
GA



>TDN25_18
TGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAATGGATCAGCG
TGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGAACCCCATTCG
TGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAGGAATTCCCAG
TAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATTG
GTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCGAGAAGATGCG
CAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN25_20
TGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCA
CGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGG
TAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAA
GTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGC
CTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTTG
AGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_24
ATGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAATGGATCAGC
GTGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGAACCCCATTC
GTGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAGGAATTCCCA
GTAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCCCTTTGTACA
CACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATT
GGTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCGAGAAGATGC
GCAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN25_28
GAAACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAAC
TTCCCGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATA
CCTCACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGG
GCAGGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCC
TGGTTCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTT
AAGCAGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCA
GTGTAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_31
TGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAATGGATCAGCG
TGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGAACCCCATTCG
TGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAGGAATTCCCAG
TAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATTG
GTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCGAGAAGATGCG
CAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN25_34
ACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTCACTAAACTTC
CCGCGGCAGAGCTCAGGAACTAAACTTTGCTGCAGTCCGAATTATTCACC
GGATCACTCAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGA
CGTAATCAATGCAGATTGATGATCTGCGTTTACTAGGAATTCCTCGTTCA



AGATTAATAATTGCAATAATCTATCCCTATCACGATGCATGTTAACAAGA
TTACCCAGGCCTCTCGGCCAAGGTTATATGCTCGTTGAGTGCATCAGTGT
AACGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN25_35
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_39
ACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTC
CCGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCT
CACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCA
GGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGG
TTCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAG
CAGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTG
TAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_41
GCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGATGCATACAGCGA
GTACTACCAGCTCCGTAAGGCTGCCGGTAATCAGCAATATGCATCGTGCT
GGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAG
CGTGGTTCATCAAACCACGTTGATTAAGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACTGAA
GATGTCTCGTGCATTTTTAGAAAGTCGAGTAAACCACATCACCTAGAGGA
AGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN25_42
ATGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAATGGATCAGC
GTGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGAACCCCATTC
GTGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAGGAATTCCCA
GTAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCCCTTTGTACA
CACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCTCTTCGGATT
GGTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCGAGAAGATGC
GCAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN25_43
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_45
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA




AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_46
CCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTCC
CGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCTC
ACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAG
GGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGT
TCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAGC
AGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTGT
AGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_47
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_49
ACCTTGTTACGACTTCTCCTTCCTCTAAGTGTTGAGGTTCACCATCCTTT
CCGCAACAGCGCACGGGAACCGAGCAACGTTGCAGTCCAAATTATTCACC
GAAACACTCAATCAGTAGGAGCGACGGGCGGTGCGTACAAAGGGCAGGGA
CGTAATCAGCACAAGCTGATGACTCATGCCTACTAGGAATTCCTCGTTGA
AGATTAATAATTGCAAAAATCGATCCCCATCATGATGTGTGTTAAAAGGA
TTGCTCTACTATTTCCAGCAAAATTGTGCTCCCATTGAAAACATCAGTGT
AGCGCGCGTGCAGCCCAGAGCATCTAAGGGCATCACAGACCA
>TDN25_5
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAA
GAGATCAGCACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACC
CTCTTCGTGGTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAA
TTCCCAGTAAGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTT
TGTACACACCGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATT
TGGACTGAGCCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTT
CCCAAACTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN25_50
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_51
ACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGCTTGGGAAACTTC
CCGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCT



CACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCA
GGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGG
TTCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAG
CAGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTG
TAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_53
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG
GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_55
GCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCAC
GTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGGT
AGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAAG
TGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGCC
TTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTTGA
GCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_56
TGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCA
CGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGG
TAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAA
GTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGC
CTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTTG
AGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_57
TGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCA
CGTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGG
TAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAA
GTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTCCTACTGATTGATCGTTTCAATGAATTCTTCGGATTGCAC
CCGTGCTCGGTTCTTCGGCGCTGCTCTCGAAGGGACGAGAAAACGCACCA
CTTGAACGAAGGAGAAGAAGTAACAGGGGTACCGAAGGTTCCGCAAGAG
>TDN25_58
ACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTC
CCGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCT
CACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCA
GGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGG
TTCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAG
CAGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTG
TAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_60
ATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGC
ACGTTCTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTG



GTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTA
AGTGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAG
CCTTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTT
GAGCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_63
ACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTC
CCGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCT
CACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCA
GGGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGG
TTCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAG
CAGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTG
TAGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_69
CCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTCC
CGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCTC
ACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAG
GGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGT
TCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAGC
AGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTGT
AGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN25_71
ACCTTGTTACGACTTTTACTTCCTCTACTCCGGTCAATTTGCGCATCTTC
TCGGCACGCCGAGAGCAGGCCCGAAGACCCGCCTACGGGACCAATCCGAA
GAGCTCATTAACTGGAGCGATCGGTAGTAGCGACGGGCGGTGTGTACAAA
GGGCAGGGACGTAATCAACACGAGCTGATGACTCGCGCTTACTGGGAATT
CCTCGTTCATGGGGAACAATTGCAAGCCCCAATCCCTAGCACGAATGGGG
TTCAACGGGTTTCCCGGCCCTCTCGGGCCAGGCGAGACGCACGCTGATCC
ATTCATTGTAGCGCATGTGCGGCCCCGAACATCTAAGGGCATCACAGACC
A

>TDN25_74
TGGTCTGTGATGCCCTTAGATGTTCGGGGCCGCACATGCGCTACAATGAA
TGGATCAGCGTGCGTCTCGCCTGGCCCGAGAGGGCCGGGAAACCCGTTGA
ACCCCATTCGTGCTAGGGATTGGGGCTTGCAATTGTTCCCCATGAACGAG
GAATTCCCAGTAAGCGCGAGTCATCAGCTCGTGTTGATTACGTCCCTGCC
CTTTGTACACACCGCCCGTCGCTACTACCGATCGCTCCAGTTAATGAGCT
CTTCGGATTGGTCCCGTAGGCGGGTCTTCGGGCCTGCTCTCGGCGTGCCG
AGAAGATGCGCAAATTGACCGGAGTAGAGGAAGTAAAAGTCGTAACAAGG
TTTCCGTAGGA

>TDN25_76
TGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGATGTTTTCAATG
GGAGCACAATTTTGCTGGAAATAGTAGAGCAATCCTTTTAACACACATCA
TGATGGGGATCGATTTTTGCAATTATTAATCTTCAACGAGGAATTCCTAG
TAGGCATGAGTCATCAGCTCGTGCTGATTACGTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTCCTACTGATTGAGTGTTTCGGTGAATAATTTGGACTG
CAACGTTGCTCGGTTCCCGTGCGCTGTTGCGGAAAGGATGGTGAACCTCA
ACACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_77



GCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAAGAGATCAGCAC
GTTTTCCCTTTCCGAGAGGAACGGGTAACCTGCTTAACCCTCTTCGTGGT
AGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAAG
TGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTACTACCGATTGAACGTTTTAGTGAGGTATTTGGACTGAGCC
TTCGGAGGCATCTCGTCTCCGATGTTGTTCGGGAAGTTTCCCAAACTTGA
GCGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN25_84
ACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTT
CCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCG
AAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCA
ACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAA
AATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTG
CCTCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGC
GGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN25_85
CCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAAACTTCC
CGAACAACATCGGAGACGAGATGCCTCCGAAGGCTCAGTCCAAATACCTC
ACTAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAG
GGACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGT
TCACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAAGAGGGTTAAGC
AGGTTACCCGTTCCTCTCGGAAAGGGAAAACGTGCTGATCTCTTCAGTGT
AGCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA
>TDN26_12
TAGTAGCGACGGGCGGTGTGTACAAAAGGCAGGGACGTAATCGACGCAGG
TTGATGACCTGCGCCTACTGGGCATTCCTGGTTCACGGAGAATAATTGCA
AGCTCCGATCCCTACCACGAATTGGGTTCAACAGTTAACATTCTTGTCAG
AAAGGGAAGAACTAGCTGATCAATTCAGTGTAGCGCGTGTGCCGCCCAGA
ACATCTAAGGGCATCACAGACCA

>TDN26_13
GATGGGGATAGATCTTTGTAATTCTGGTCTTGTACGAGGATGCCTAGTAT
GCGCAGGTCATTAACCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGC
GCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAG
AGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_2
GATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAAATTCCAAA
GATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGCCTCACGGA
GCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGCGGCCCAGGA
CATCTAAGGGCATCACAGACCAATCACTAGTGCGGCCGCCTGCAGGTCGA
CCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTAT
AGTGTCACCTAAATAA

>TDN26_22
ATTCCGAGGACCTCACTAAAACACTTCAATCGGTAGTAGCGACGGGCGGC
GTGTACAAAAGGCAGGGACGTAATCGACGCAGGTTGATGACCTGCGCCTA
CTGGGCATTCCTGGTTCACGGAGAATAATTGCAAGCTCCGATCCCTACCA
CGAATTGGGTTCAACAGTTTGTCAGAAAGGGAAGAACTAGCTGATCAATT
CAGTGTAGCGCGTGTGCCGCCCAGAACATCTAAGGGCATCACAGACCA



>TDN26_24
GAGTACTTCCCAGCCCCGAAAGGTGGCTGGTAATCAGCAATAGGTGTCGT
GATGGGGATTGAACTTTGGAATTCTGGTTCATGAACGAGGAATGCCTAGT
AAGCGCGGGTCATTAGCCCGCGCTGATTAAGTCCCTGCCCTTTGTACACA
CCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTTGGACT
GTGGACGGCCTTGTGCTGTTCCGCGGAAAGTCAGGTAAACCTTATCACTT
AGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGG

>TDN26_25
TTTCCGCGACACGACACGAAGCCGCGCGCAGTCCGAAAGATTCACCGGAC
CACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACT
TAATCAGCGCAGGCTAATGACCTGCGCTTACTAGGCATTCCTCGTTCAAG
ATCCAGAATTCCAAAGATCTATCCCCACCACGACGCCTATTGCTGATTAC
CAGCCGCCTCTCGGGGCTGGGAAGTACTCGCTGTAGGCGTCAGTGTAGCA
CGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_26
GCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGA
GTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCT
GGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAG
CGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCG
CCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAG
GGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGA
AGGAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_28
CTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTCC
AAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGAA
ATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAAC
GCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAAA
TTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGCC
TCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGCGG
CCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_30
TGCGCTCAACGAGTTTATGACCTTGCCCGGCAGGGTTGGGTAATCTTCTT
AAAACGCATCGTGATGGGGATAGATTATTGCAATTATTAATCTTCAACGA
GGAATTCCTAGTAAGCGCGAGTCATCAGCTCGTGCTGATTACGTCCCTGC
CCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAAT
AATTCGGACTGCAGCAATGTTCAGCTCCTGAATGTTGCAGTGGAAAGTTT
AGTGAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN26_31
GCGGGCTAATGACCCGCGCTTACTAGGCATTCCTCGTTCATGAACCACAA
TTCCAAAGTTCAATCCCCATCACGACACCTATTGCTGATTACCAGCCACC
TTTCGGGGCTGGGAAGTACTCGCTGCAGGTGTCAGTGTAGCACGCGTGCG
GCCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_32_vector?
GAACAGCTAGGTCTTCCCTTTTGCCTACCTGACGACAAGACGACCGAACT
GGAGCACTTAAAGGAAGTGAAAGTCGTAACACCTTTCCTTTTGTAATCAC
TAGTGGGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCCGGAGGTGG
ATGCATAGCTTGAGTATTCTATAGTGGCACCTAAATAAACCTAACTGTAG




CACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGAATCACTAGT
GCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATG
CATAGCTTGAGTATTCTATAGTGTCACCTAAATAA

>TDN26_4
CCTTAGATGTCCTGGGCGCACGCGTGCTACACTGACGCCTACAGCGAGTA
CTTCCCAGCCCCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTGATGG
GGATAGATCTTTGGAATTCTGGATCTTGAACGAGGAATGCCTAGTAAGCG
CAGGTCATTAGCCTGCGCTGATTAAGTCCCTGCCCTTTGTACACACCGCC
CGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGCGCG
CGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACCTTATCACTTAGAGG
AAGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_40
CCTTAGATGTTCTGGGGTGCACGCGCGCTACACCGTATGCGCTCAACGAG
TTTATGACCTTGCCCGGCAGGGTTGGGTAATCTTCTTAAAACGCATCGTG
ATGGGGATAGATTATTGCAATTATTAATCTTCAACGAGGAATTCCTAGTA
AGCGCGAGTCATCAGCTCGTGCTGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTCCTACCGATTGAGTGATCCGGTGAATAATTCGGACTGCA
GCAATGTTCAGCTCCTGAATGTTGCAGTGGAAAGTTTAGTGAACCTTATC
ACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_48
CGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCTGCTC
AGGCTAATGACCTGCGCTTACTATGCTTTCCTCGTTCAAGATCCAGAATT
CCAAAGATCTATCCCCTTCACGACGCCTATTGCTGATTACCAGCCGCCTC
TCGGGGCTGGGAAGTACTCGCTGTAGGCTTCAGTGTAGCACGCGTGCGGC
CCAGGACATCTAAGGGCATCACAGACCA

>TDN26_5
GATGCCCTTAGATGTCCTGGGCCGCACGCGTTGCTACACTGTACTTATAC
AGCGAGCATCTCCAGCGCCGCGAGGTCGCTGGTAATCAGCAATATGTGTC
GTGATGGGGATAGATCTTTGGAATTATTGATCTTGAACGAGGAATGCCTA
GTAAGCGCAGTTCATCAGACTGCGTTGACTACGTCCCTGCCCTTTGTACA
CACCGCCCGTCGCTACTTCCGATTTCGAGTGGTCCGGTGAGCCTTTCGGA
CCGAGAGCAGCCCCGTGCTGCGCTTGGGAAGTCAAGCAAACCACATCACT
TAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_50
CCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAG
TATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTG
GGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGC
GCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGC
CCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGG
GCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAA
GGAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_52
GCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAATTGATCAGCTA
GTTCTTCCCTTTCTGACAAGAATGTTAACTGTTGAACCCAATTCGTGGTA
GGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGCCCAGTAGGC
GCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGC
CCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGC
CTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCAC




TTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_53
CTTCTCCTTCCTCTAAGTGATAAGGTTTACCTGACTTTCCGCGACACGGC
ACGAAGCCGCGCGCAGTCCGAAAGATTCACCGGACCACTCGAAATCGGTA
GGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAGCGCAGGCT
AATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCCAGAATTCCAAA
GATCTATCCCCATCACGACGCCTATTGCTGATTACCAGCCGCCTCTCGGG
GCTGGGAAGTACTCGCTGTAGGCGTCAGTGTAGCACGCGTGCGGCCCAGG
ACATCTAAGGGCATCACAGACCA

>TDN26_55
AACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTT
TCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTC
GAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATC
AACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAA
AAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCT
GCCTCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTG
CGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_56
CCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGTATCACCAGCT
CCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGGGGATAGATCT
TTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCGCAGGTCATCA
GCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTCCT
ACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGGCGCCTCGTGC
GCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAGGAAAAGTCGT
AACAAGGTTTCCGTAGGA

>TDN26_57
CAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGA
AATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAA
CGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAA
ATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGC
CTCACGGAGCTGGTGATACTCGCTGTATGTGTCAGTGTAGCACGCGTGCG
GCCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_59
CCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGCGAGT
ATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTGCTGG
GGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTAAGCG
CAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACCGCC
CGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCGAGGG
CGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAGGAAG
GAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_61
GACCTGCGCCTACTGGGCATTCCTGGTTCACGGAGAATAATTGCAAGCTC
CGATCCCTACCACGAATTGGGTTCAACAGTTAACATTCTTGTCAGAAAGG
GAAGAACTAGCTGATCAATTCAGTGTAGCGCGTGTGCCGCCCAGAACATC
TAAGGGCATCACAGACCA

>TDN26_63
TGTTACGACTTCTCCTTCCTCTAAGTGCTCAGGTTTATTTGACTTCCTTA
CGTCCATCAAATTCACCTAAACACTCGATCGGTAGGAGCGACGGGCGGTG



TGTACAAAGAGCAGGGACGTAATCAACACAAGATGTTGACTTGTGCTTAC
GAGATATTCCTAGTTGGAGTCCCACAGTTACAAGAGACTATCCCTTAAGA
CGCCGACTGCTGATTATGCGTAACTTTCATCACGCAAGCTCGTTCGTGGC
GTCATTGTAGCACGCGTGCGACCCAGGACGTCTAAGGGCATCACAGACCA
>TDN26_64
TCTGGGCGGCACACGCGCTACACTGAATTGATCAGCTAGTTCTTCCCTTT
CTGACAAGAATGTTAACTGTTGAACCCAATTCGTGGTAGGGATCGGAGCT
TGCAATTATTCTCCGTGAACCAGGAATGCCCAGTAGGCGCAGGTCATCAA
CCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGCCCGTCGCTACTA
CCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCCTGGCGGCTAAC
CCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCACTTAGAGGAAGTA
AAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_65
ATGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAATTGATCAGC
TAGTTCTTCCCTTTCTGACAAGAATGTTAACTGTTGAACCCAATTCGTGG
TAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGCCCAGTAG
GCGCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACC
GCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTT
GCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGC
ACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_67
CCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAATTGATCAGCTAGT
TCTTTTAATTCAATTATTCTCCGTGAACCAGGAATGCCCAGTAGGCGCAG
GTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGCCCGT
CGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCCTGG
CGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCACTTAG
AGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_69
GGAGCTTGCAATTATTCTCCGTGAACCATGCATACCCAGTAGGCGCAGGT
CATCAACCTGCGTCGATTACGTCCTTGCCTTTTGTACACACCGCCTGTCG
CTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCCTGGCG
GCTAACCCTGCCTAGCTGACGAGAAGACGACCTAACTGTAGCACTTAGAG
GAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_7
TGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGTAATTGATCAGC
TAGTTCTTTTAATTCAATTATTCTCCGTGAACCAGGAATGCCCAGTAGGC
GCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGC
CCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGC
CTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCAC
TTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_72
ACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTTACCTGACTTT
CCGCGACACGGCACGAAGCCGCGCGCAGTCCGAAAGATTCACCGGACCAT
TCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAA
TCAGCGCAGGCTAATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATC
CAGAATTCCAAAGATCTATCCCCATCACGACGCCTATTGCTGATTACCAG
CCGCCTCTCGGGGCTGGGAAGTACTCGCTGTAGGCGTCAGTGTAGCACGC
GTGCGGCCCAGGACATCTAAGGGCATCACAGACCA



>TDN26_73
GTGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAATTGATCAGC
TAGTTCTTCCCTTTCTGACAAGAATGTTAACTGTTGAACCCAATTCGTGG
TAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGCCCAGTAG
GCGCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACC
GCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTT
GCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGC
ACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_75
CGAGTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGT
GCTGGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGT
AAGCGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACA
CCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACC
GAGGGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGA
GGAAGGAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_78
ATGCTTCTTTTGGTTTTAAGGCAAAAAAGATTTGTCCTTAGTTCTCACTA
ATAAATCCGATCGGTAGTACCGACGGGCGGTGTGTACAAGTGGCAGGGAC
TAAATCAGTGCAAGCTGATTACTTGCGCTTACTAGGAATTCCTAGTTCAG
GGTAAATAATTGCAAGTGCCCATTCCAACTACAAATAACTTTCATTAGTT
TGCCCGTCTTTGTCAAAACGGATAACTTGATGAGTTATTTATTGTAGCGC
GTGTGCTGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN26_79
ACCTTGTTACGACTTCACCTTCCTCTAGATGATAAGGTTTGGAGAAGTTC
TCGTAGCCAAATCCCAATAAAGGAACCAGGCCACAATCTCGACTCCTCAC
CGGACCATCCAATCGGTAGGTGCGACGGGCGGTGTGTACAAAGGGCAGGG
ACGTAATCATTGCAGATTGATGATCTGCGATTACTAGGAATTCCTCGTTC
AAGATTAATAATTGCAATAATCTATCCCTATCACGATGCATGTTAACAAG
ATTACCCAGGCCTCTCGGCCAAGGTTATATGCTCGTTGAGTGCATCAGTG
TAGCGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN26_8
TGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGAC
ACATACAGCGAGTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATA
TGTGTCGTGCTGGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAA
TGCCTAGTAAGCGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTT
TGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCC
TTTGGACCGAGGGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACAT
CACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN26_80
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CACTGATGAACGCAACGAGACGACCTGTACCGAAAGGCATGGGTAAACTT
GTGAAAGTTCATCGTGATGGGGATAGATTATTGCAATTATTAATCTTCAA
CGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGATTACGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTCCGGTG
AAATCTTCGGATTGCTGGATAGGAGGGCAACCACCTATCTGCGAGAAGTT
GCTTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGT
AGGA

>TDN26_82




CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACTTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGATCTTTGGAATTCTGGATCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAG
GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN26_83
AACCTTGTTACGACTTCACCTTCCTCTAGATGATAAGGTTTGGAGAAGTT
CTCGTACCCAAATCCCAATAAAGGAACCAGGCCACAATCTCGACTCCTCA
CCGGACCATCCAATCGGTAGGTGCGACGGGCGGTGTGTACAAAGGGCAGG
GACGTAATCATTGCAGATTGATGATCTGCGATTACTAGGAATTCCTCGTT
CAAGATTAATAATTGCAATAATCTATCCCTATCACGATGCATGTTAACAA
GATTACCCAGGCCTCTCGGCCAAGGTTATATGCTCGTTGAGTGCATCAGT
GTAGCGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN26_85
AACCTTGTTACGACTTTTACTTCCTCTAAGTGCTACAGTTCGGTCGTCTT
CTCGTCAGCTAGGCAGGGTTAGCCGCCAGGCAAACAATCCGAGGACCTCA
CTAAAACACTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAAGGCAGG
GACGTAATCGACGCAGGTTGATGACCTGCGCCTACTGGGCATTCCTGGTT
CACGGAGAATAATTGCAAGCTCCGATCCCTACCACGAATTGGGTTCAACA
GTTAACATTCTTGTCAGAAAGGGAAGAACTAGCTGATCAATTCAGTGTAG
CGCGTGTGCCGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN26_86
TGTTTTCCTCTACCCCTTCTCCTCGACAAGATTCTTAACTGTTGAACCCA
ATTCCTGGTAGGGTCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGC
CCAGAGGCGCAGGTCCTCACCTGCGTCCATTACGTCCCTGCCCTTTGTAC
CCACCTCCCCCCCGCTACTACCGATTGAGTGTCTTAGTGAGGTCCCCGGA
TTGTTTGCCCGGCGGCCAACCCTGCCTAGCTGACGAGACACCACCGAACT
GTAGCCCTTAGAGGAAGTAAAAGTCCTAACAAGGTTTCCGTAGGAATCCC
TAGTGCGGTCGCCTGCAGGCCCACCATATGGGAGAGCTCCCAACGCGTTG
GATGCATACCTTGAGTATTCTATAGTGTCACCCTAAATAACC

>TDN26_87
ATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACACATACAGC
GAGTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATGTGTCGTG
CTGGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATGCCTAGTA
AGCGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTTTGGACCG
AGGGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCACTTAGAG
GAAGGAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_92
CCTTAGATGTTCTGGGCGGCACACGCTCCTACACTGAATTGATCAGCTAG
TTCTTCCCTTTCTGACGAGAATGTTAACTGTTGAACCCAATTCGTGGTAG
GGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGCCCAGTAGGCG
CAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACACCGCC
CGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGTTTGCC
TGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTAGCACT



TAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN26_93
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACAATAAA
TAACTCATCAAGTTATCCGTTTTGACAAAGACGGGCAAACTAATGAAAGT
TATTTGTAGTTGGAATGGGCACTTGCAATTATTTACCCTGAACTAGGAAT
TCCTAGTAAGCGCAAGTAATCAGCTTGCACTGATTTAGTCCCTGCCACTT
GTACACACCGCCCGTCGCTACTACCGATCGGATTTATTAGTGAGAACTAA
GGACAAATCTTTTTTGCCTTAAAACCAAAGAAGATTTGAAATTAGCTCAA
ACTGCTATTTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTACGA
>TDN26_94
GGAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATAAGGTTTACCTGAC
TTTCCGCGACACGGCACGAAGCCGCGCGCAGTCCGAAAGATTCACCGGAC
CACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACT
TAATCAGCGCAGGCTAATGACCTGCGCTTACTAGGCATTCCTCGTTCAAG
ATCCAGAATTCCAAAGATCTATCCCCATCACGACGCCTATTGCTGATTAC
CAGCCGCCTCTCGGGGCTGGGAAGTACTCGCTGTAGGCGTCAGTGTAGCA
CGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN26_95
TGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACGCCTACAGCG
AGTACTTCCCAGCCCCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTG
ATGGGGATAGATCTTTGGAATTCTGGATCTTGAACGAGGAATGCCTAGTA
AGCGCAGGTCATTAGCCTGCGCTGATTAAGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTCCTACCGATTTCGAGTGGCCCGGTGAATCTTTCGGACTG
CGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCCGGTAAACCTTATCACTTA
GAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN27_1
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCATACAGCGAGTATCACCGGCTCCGTGAGGCTGCCGGTAATC
AGCAATATGCGTCGTGCTGGGGATAGATCTTTGGAATTTTTGATCTTGAA
CGAGGAATGCCTAGTAAGCGCAGCTCATCAGGCTGCGTTGATTAAGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGG
TGAACCCTTTGGACCGGAAGCGCTTCAGCGCGGCTGGAAAGTCGAGTAAA
CCACATCACTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_12
ATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAATAGATCAGC
GTGTCACCCTTCCCGAAAGGGACGGGTAAACGCTTGAACCCTATTCGTGG
TAGGGATCGGGGCTTGCAATTGTTCCCCGTGAACCAGGAATTCCCAGTAG
GCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTACTACCGATTGAACATTTTAGTGAGGTCCTCGGACTGTGA
GCCAGGCGGGTCGCCCTGCCTGGTCTACGGGAAGACGACCAAACTGTAGT
GTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN27_17
GTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAATA
GATCAGCGTGTCACCCTTCCCGAAAGGGACGGGTAAACGCTTGAACCCTA
TTCGTGGTAGGGATCGGGGCTTGCAATTGTTCCCCGTGAACCAGGAATTC
CCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTTTGT
ACACACCGCCCGTCGCTACTACCGATTGAACATTTTAGTGAGGTCCTCGG
ACTGTGAGCCAGGCGGGTCGCCCTGCCTGGTCTACGGGAAGACGACCAAA




CTGTAGTGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_18
TGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAATGTATCAGCT
AGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTGTTGAACCACATTCGTGG
TAGGGATCGGGGCTTGCAATTATTCTCCGTGAACCAGGAATTCCCAGTAG
GCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTACTACCGATTGAGCATTTTAGTGAGGACCTCGGACTGCAC
AGATCTTTGGTTAACGCCGATGTCTGAGCGGAAAGACGTCCAAACTGTAG
TGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_19
CCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTC
CAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGA
AATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAA
CGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAA
ATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGC
CTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAGCACGCGTGCG
GCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_20
ATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACACTGAAGTGGTCAGC
GCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGCAAACGTTTGAACCC
TTTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCCCATGAACGAGGAAT
TCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTAAGTCCCTGCCCTTT
GTACACACCGCCCGTCGCTACTACCGATGGATGATTTGGTGAGGTCGCCT
AGACTGGCTGCTGGCTTCGGCCGTGCGGCCGGGAAGACGCCCAAACTTGG
TCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_21
ATGCCCTTAGATGTTCGGGGCCGCACGCGCGCTACAATGAGTCGATCAAC
GTGCGTATATTTCCAAGGCCGAAAGGTCGAGGTAATCCGTTGAACCCGAC
TCGTGCTAGGGATAGGGACTTGTAATTGTTTCCCTTGAACGAGGAATTCC
CAGTAAGCGCAAGTCATCAGCTTGCGTTGATTACGTCCCTGCCCTTTGTA
CACACCGCCCGTCGCTACTACCGATTGAATGGTTCAGTGAGATAATCGGA
TAGGTAACTCGGTAAGCAGCAATGTTTACCAAGCATACATAGAAGACGAT
CAAACTCAGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN27_23
ATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAATGTATCAGC
TAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTGTTGAACCACATTCGTG
GTAGGGATCGGGGCTTGCAATTATTCCCCGTGAACCAGGAATTCCCAGTA
GGCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTTTGTACACAC
CGCCCGTCGCTACTACCGATTGAGCATTTTAGTGAGGACCTCGGACTGCA
CAGATCTTTGGTTAACGCCGATGTCTGAGCGGAAAGACGTCCAAACTGTA
GTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_25
ATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACACTGAAGTGGTCAGC
GCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGCAAACGTTTGAACCC
TTTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCCCATGAACGAGGAAT
TCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTAAGTCCCTGCCCTTT
GTACACACCGCCCGTCGCTACTACCGATGGATGATTTGGTGAGGTCGCCT



AGACTGGCTGCTGGCTTCGGCCGTGCGGCCGGGAAGACGCCCAAACTTGG
TCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_26
ATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACACTGAAGTGGTCAGC
GCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGCAAACGTTTGAACCC
TTTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCCCATGAACGAGGAAT
TCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTAAGTCCCTGCCCTTT
GTACACACCGCCCGCCGCTACTACCGATTGGACGTTTTAGTGAGACATTT
GGACTGGGTCAGAGTAGTCGAAAGATTATTCTGTCTCGGAAAGACTTTCA
AACTTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_27_Tortanus
ATGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACTGAATTGATCAGC
TAGTTCTTCCCTTTCTGACAAGATTGGGTAAACTGTTGAACCCAATTCGT
GGTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAATGCCCAGT
AGGCGCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTTTGTACACA
CCGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCCTCGGATTGT
TTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACCGAACTGTA
GCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_28
CCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAATCTTCC
CGGATGCCACGGAGGCCGAAACCTCCGAAGCTCCAGTCCAAGTACCTCAC
TAAAACGTTCAATCGGTAGTAGCGACGGGCGGTGTGTACAAAGGGCAGGG
ACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGTTC
ACGGAGAACAATTGCAAGCTCCGATCCCTACCACGAATAAGGTTCAGCGG
GTTGCCCGTTCCTCTCGGAAAGGGGAGTCACGCTGATTTATTCAGTGTAG
CGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN27_29
TGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACACTGAAGTGGTCAGCG
CGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGCAAACGTTTGAACCCT
TTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCCCATGAACGAGGAATT
CCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTAAGTCCCTGCCCTTTG
TACACACCGCCCGTCGCTACTACCGATGGATGATTTGGTGAGGTCGCCTA
GACTGGCTGCTGGCTTCGGCCGTGCGGCCGGGAAGACGCCCAAACTTGGT
CGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN27_3
ACCTTGTTACGACTTTTACTTCCTCTAAACGCTCAAGTTTGGGAATCTTC
CCGGATGCCACGGAGGCCGAAACCTCCGAAGCTCCAGTCCAAGTACCTCA
CTAAAACGTTCAATCGGTAGTAGCGACGGGCGGCGTGTACAAAGGGCAGG
GACGTAATCAACGCAAGCTTATGACTTGCACTTACTGGGAATTCCTGGTT
CACGGAGAACAATTGCAAGCTCCGATCCCTACCACGAATAAGGTTCAGCG
GGTTGCCCGTTCCTCTCGGAAAGGGGAGTCACGCTGATTTATTCAGTGTA
GCGCGCGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN27_30
AACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTT
TCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTC
GAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATC
AACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAA
AAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCT



GCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAGCACGCGTG
CGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_31
TCCTACGGAAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTT
ACTCGACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACC
GGACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGG
GACTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTT
CAAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGG
TTACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTA
GCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN27_32
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAA
TGTATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTGTTGAACC
ACATTCGTGGTAGGGATCGGAGCTTGCAATTATTCTCCGTGAACCAGGAA
TTCCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTT
TGTACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGTGAGGACCT
CGGACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGAAAGACGTC
CAAACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN27_33
TCCTACGGAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTA
CTCGACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCG
GACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGG
ACTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTC
AAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGT
TACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAG
CACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_34
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAA
TGTATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTGTTGAACC
ACATTCGTGGTAGGGATCGGGGCTTGCAATTATTCCCCGTGAACCAGGAA
TTCCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTT
TGTACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGTGAGGACCT
CGGACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGAAAGACGTC
CAAACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN27_35
TCCTACGGAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTA
CTCGACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCG
GACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGG
ACTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTC
AAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGT
TACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAG
CACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_36
ATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACACTGAAGTGGTCAGC
GCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGCAAACGTTTGAACCC
TTTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCCCATGAACGAGGAAT



TCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTAAGTCCCTGCCCTTT
GTACACACCGCCCGTCGCTACTACCGATGGATGATTTGGTGAGGTCGCCT
AGACTGGCTGCTGGCTTCGGCCGTGCGGCCGGGAAGACGCCCAAACTTGG
TCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_38
CGGGATTCCTACGGAAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATG
TGGTTTACTCGACTTTCCAGCCGCGCTGAAGCGCTTCCGGTCCAAAGGGT
TCACCGGACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGG
GCAGGGACTTAATCAACGCAGCCTGATGAGCTGCGCTTACTAGGCATTCC
TCGTTCAAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACGCATATT
GCTGATTACCGGCAGCCTCACGGAGCCGGTGATACTCGCTGTATGCGTCA
GTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN27_39
CGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTACA
CTGAAGTGGTCAGCGCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGGGC
AAACGTTTGAACCCTTTTCGTGATGGGAATTGGGGGTTGCAATTGTCCCC
CATGAACGAGGAATTCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGATTA
AGTCCCTGCCCTTTGTACACACCGCCCGCCGCTACTACCGATTGGACGTT
TTAGTGAGACATTTGGACTGGGTCAGAGTAGTCGAAAGATTATTCTGTCT
CGGAAAGACTTTCAAACTTGAGCGTCTAGAGGAAGTAAAAGTCGTAACAA
GGTTTCCGTAGGA

>TDN27_40
ATGCCCTTAGATGTTCGGGGCCGCACGCGCGCTACACTGAAGGGAACAAC
GAGTAGTTTTCCTGACCCGAATGGGTCGGGTAACCTGTTGAATACCCTTC
GTGACAGGGATCGGGGCTTGCAATTATTCCCCGTGAACGAGGAATTCCTA
GTAAGCGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACA
CACCGCCCGTCGCTACTACCGATTGAATGTTCTGGTGAAATCATCAGAGT
GGTGCCGATGGAGTGTTATCACTCCATGGGAAACTGCGAAGACGCTTAAA
CCTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_41
CCTACGGAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTAC
TCGACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGG
ACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGA
CTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCA
AGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTT
ACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAGC
ACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_42
ACCTTGTTACGACTTTTACTTCCTCTAGAAATAGCAGTTTGAGCTAATTT
CAAATCTTCTTTGGTTTTAAGGCAAAAAAGATTTGTCCTTAGTTCTCACT
AATAAATCCGATCGGTAGTAGCGACGGGCGGTGTGTACAAGTGGCAGGGA
CTAAATCAGTGCAAGCTGATTACTTGCGCTTACTAGGAATTCCTAGTTCA
GGGTAAATAATTGCAAGTGCCCATTCCAACTACAAATAACTTTCATTAGT
TTGCCCGTCTTTGTCAAAACGGATAACTTGATGAGTTATTTATTGTAGCG
CGTGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN27_43
TGGTCTGTGATGCCCTTAGATGTTCGGGGCCGCACGTGCGCTACAATGAG
TCGATCAACGTGCGTATATTTCCAAGGCCGAAAGGTCGAGGTAATCCGTT



GAACCCGACTCGTGCTAGGGATAGGGACTTGTAATTGTTTCCCTTGAACG
AGGAATTCCCAGTAAGCGCAAGTCATCAGCTTGCGTTGATTACGTCCCTG
CCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGGTTCAGTGAG
ATAATCGGATAGGTAACTCGGTAAGCAGCAATGTTTACCAAGCATACATA
GAAGACGATCAAACTCAGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGT
TTCCGTAGGA

>TDN27_46
CGCGGGATCTACGGAAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATG
TGGTTTACTCGACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGG
TTCACCGGACCACTCGAAATCGGTAAGAGCGACGGGCGGTGTGTACAAAG
GGCAGGGACTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTC
CTCGTTCAAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATAT
TACTGGTTACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTC
AGTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN27_47
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCGGGGCCGCACGTGCGCTA
CAATGAGTCGATCAACGTGCGTATATTTCCAAGGCCGAAAGGTCGAGGTA
ATCCGTTGAACCCGACTCGTGCTAGGGATAGGGACTTGTAATTGTTTCCC
TTGAACGAGGAATTCCCAGTAAGCGCAAGTCATCAGCTTGCGTTGATTAC
GTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGGTT
CAGTGAGATAATCGGATAGGTAACTCGGTAAGCAGCAATGTTTACCAAGC
ATACATAGAAGACGATCAAACTCAGTCATTTAGAGGAAGTAAAAGTCGTA
ACAAGGTTTCCGTAGGA

>TDN27_5
GTCTGTGATGCCCTTAGATGTCCGGGGCCGCACGCGCGCTACACTGAATA
GCGTAACGAGTTATTCTCCTGATCCGCAAGGGTCGGGCAACCTGTTGAAA
CCTATTCGTGACAGGGATCGGGGCTTGTAATTATTCCCCGTGAACGAGGA
ATTCCTAGTAAGCGCAAGTCATAAACTTGCGTTGATTACGTCCCTGCCTT
TTGTACACACCGCCCGTCGCTACTACCGATTGAATGGTTTAGCAAGGTCT
TCGGATTGGCTCCTGATAGCTCCGGCTGTCTTGGTGTCCGAGAAGATGAT
CAAACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN27_50
CGCGGGATCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAGATAGTC
AAGTTTGATCGTCTTCTCGGCGCTCCGCCAGGGCCCGCGAGGAGCCCCGG
CGGGGCCGATCCGAGGACCTCACTAAACCATCCAATCGGTAGTAGCGACG
GGCGGTGTGTACAAAGGGCAGGGACTTAATCAACGCGAGCTTATGACCCG
CGCTTACTGGGAATTCCTCGTTGATGGGAAACAGTTTCAATCCCCAGTCC
CAATCACGAGTGGGGTTCAGCGGGTTACCCACGCCTGTCGGCGCAGAGTA
GACACACGCTGATCCACCCATTGTGGCGCGCGTGCAGCCCCGGACATCTA
AGGGCATCACAGACCA

>TDN27_51
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCGGGGCCGCACGCGCGCT
ACACTGAAGGAATCAACGTGTTCGTCGTCCTGGTCCGGAAGGATCGGGTA
ACCCGTTGAACCTCCTTCGTGCTAGGGATTGGGGCTTGTAATTCTTCCCC
ATGAACGAGGAATTCCCAGTAAGCGCGTGTCATAAGCACGCGTTGATTAC
GTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGGTT
TAGTGAGATCCTCGGACCGGCCCCGGCACGGCGGGCAACCGTCGAGCCGT



GGCGCCGGGAAGACGATCGAACTTGATCATTTAGAGGAAGTAAAAGTCGT
AACAAGGTTTCCGTAGGA

>TDN27_52
CGCGGGATCCTACGGAAACCTTGTTACGACTTTTCCTTCCTCTAAGTGAT
GTGGTTTACTCGACTTTCTAAAGGCGCACGAGGCGCCCTCGGTCCAAAGG
GTTCACCGGACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAA
GGGCAGGGACTTAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATT
CCTCGTTCAAGATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATA
TTACTGGTTACCAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGT
CAGTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN27_53
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCTGCACGCGTGTTA
CACTGAAGTGGTCAGCGCGCCGTTCAACACCCCTCTCCGTGAGGAGCTGG
GCAAACGTTTGAACCCTTTTCGTGATGGGAATTGGGGGTTGCAATTGTCC
CCCATGAACGAGGAATTCCAAGTAAGCGCAGGTCACTAGCCTGCGTTGAT
TAAGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATGGATGA
TTTGGTGAGGTCGCCTAGACTGGCTGCTGGCTTCGGCCGTGCGGCCGGGA
AGACGCCCAAACTTGGTCGTCTAGAGGAAGTAAAAGTCGTAACAAGGTTT
CCGTAGGA

>TDN27_55
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCGGGGCCGCACGCGCGCTA
CACTGAAGGAATCAGCGTGGATGCCTCCCTGACCCGAAAGGGTTGGGAAA
CCCGTTGAATCTCCTTCGTGCTAGGGATTGGGGCTTGTAATTGTTCCCCA
TGAACGAGGAATTCCCAGTAAGCGCGAGTCATAAGCTCGCGTTGATTACG
TCCCTGCCCTTTGTACACACCGCCCGTCGCTACTATCGATTGAGCGGTTC
AGTGAGGGCCTCGGATTGGTCTCGGTCTGGCGTGCAAGCGCCGGTACCGT
TGGCCGAGAAGACGCTCGAACTCGATCGCTTGGAGAAAGTAAAAGTCGTA
ACAAGGTTTCCGTAGGA

>TDN27_56
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTA
CACTGAATGTATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTG
TTGAACCACATTCGTGGTAGGGATCGGGGCTTGCAATTATTCCCCGTGAA
CCAGGAATTCCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGTG
AGGACCTCGGACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGAA
AGACGTCCAGACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTT
CCGTAGGA

>TDN27_58
TGCCCTTAGATGTTCGGGGCCGCACGCGCGCTACACTGAAGGGAACAACG
AGTAGTTTTCCTGACCCGAATGGGTCGGGTAACCTGTTGAATACCCTTCG
TGACAGGGATCGGGGCTTGCAATTATTCCCCGTGAACGAGGAATTCCTAG
TAAGCGCAAGTCATAAGCTTGCGTTGATTACGTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTACTACCGATTGAATGTTCTGGTGAAATCATCAGAGTG
GTGCCGATGGAGTGTTATCACTCCATGGGAAACTGCGAAGACGCTTAAAC
CTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_61
CGCGGGATTGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGTT
ACACTGATGCATTCAACGAGCTTATAACCTTGGCCGAGAGGCCTGGGCAA



TCTTGTTAACGTGCATCGTGATAGGGATAGATTATTGAAATTATTAATCT
TGAACGAGGAATTCCTAGTAAACGCAGATCATCAATCTGCATTGATTACG
TCCCTGCCCTTTGTACACACCGCCCGTCGCACCTACCGATTGGATGGTCC
GGTGAAGCCTCGGGATTGTGGTTCTTGCCGCTTTATTGTGGCGTGACCGC
GAGAACTTGTCTAAACCTTATCATCTAGAGGAAGGTGAAGTCGTAACAAG
GTTTCCGTAGGA

>TDN27_62
AACCTTGTTACGACTTCACCTTCCTCTAAATGATAAGGTTTAGACAAGTT
CTCGCGACAAATCCCCAATAAAGGAAACTCATCACAATCCCGAGGCTTCA
CCGGACCATTCAATCGGTAGGTGCGACGGGCGGTGTGTACAAAGGGCAGG
GACGTAATCAATGCAGACTGATGATCTGCGTTTACTAGGAATTCCTCGTT
CAAAATTAATAATTGCAATAATCTATCCCTATCACGATGCACATTCACAG
ATTTCCCAGGCCTCTCGGCCAAGGTACACTCGTTGCATGCATCAGTGTAG
CGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_63
ATGCCCTTAGATGTTCGGGGCCGCACGCGCGCTACACTGAAGGAATCAGC
GTGTTCCTCCCTGCCCCGGAAGGGGTGGGAAACCCGTTGAACCTCCTTCG
TGCTAGGGATTGGGGCTTGTAATTGTTCCCCATGAACGAGGAATTCCCAG
TAAGCGCGAGTCATAAGCTCGCGTTGATTACGTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTACTACCGATTGAATGGTTTAGTGAGATCCTCGGATTG
GACCCGGCCCGTCGGGCAACCGCTGGGCCGGTAGTACGAGAAGACGATCA
AACTTGATCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_64
ACGGAAACCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTC
GACTTTCCAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGAC
CACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACT
TAATCAACGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAG
ATCAAAAATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTAC
CAGCTGCCTCACGGAGCTGGTGATACTCGTTGTATGTGTCAGTGTAGCAC
GCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_66
GTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCTACACTGAATG
TATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCTGTTGAACCAC
ATTCGTGGTAGGGATCGGGGCTTGCAATTATTCCCCGTGAACCAGGAATT
CCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCCCTGCCCTTTG
TACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGTGAGGACCTCG
GACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGAAAGACGTCCA
AACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN27_67
ACCTTGTTACGACTTTTACTTCCTCTAGAAATAGCAGTTTGAGCTAATTT
CAAATCTTCTTTGGTTTTAAGGCAAAGAAGATTTGTCCTTAGTTCTCACT
AATAAATCCGATCGGTAGTAGCGACGGGCGGTGTGTACAAGTGGCAGGGA
CTAAATCAGTGCAAGCTGATTACTTGCGCTTACTAGGAATTCCTAGTTCA
GGGTAAATAATTGCAAGTGCCCATTCCAACTACAAATAACTTTCATTAGT
TTGCCCGTCTTTGTCAAAACGGATAACTTGATGAGTTATTTATTGTAGCG
CGTGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN27_68
CGCGGGATTCCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAAATGC



TCAGGTTTAAGCGTCTTCGCAGTTTCCCATGGAGTGATAACACTCCATCG
GCATCACTCTGATGATTTCACCAGAACATTCAATCGGTAGTAGCGACGGG
CGGTGTGTACAAAGGGCAGGGACGTAATCAACGCAAGCTTATGACTTGCG
CTTACTAGGAATTCCTCGTTCACGGGGAATAATTGCAAGCCCCGATCCCT
GTCACGAAGGGTATTCAACTGGTTACCCGACCCATTTGGGTCAGGAAAAC
TACTCGTTGTTCCCTTCAGTGTAGCGCGCGTGCGGCCCCGAACATCTAAG
GGCATCACAGACCA

>TDN27_69
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCT
ACACTGAATGTATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCT
GTTGAACCACATTCGTGGTAGGGATCGGGGCTTGCAATTATTCTCCGTGA
ACCAGGAATTCCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGT
GAGGACCTCGGACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGA
AAGACGTCCAAACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTT
TCCGTAGGA

>TDN27_7
GTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACAC
ATACAACGAGTATCACCAGCTCCGTGAGGCAGCTGGTAACCAGTAATATG
TGTCGTGCTGGGGATAGATCTTTGGAATTTTTGATCTTGAACGAGGAATG
CCTAGTAAGCGCAGGTCATCAGCCTGCGTTGATTAAGTCCCTGCCCTTTG
TACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAACCCTT
TGGACCGAGGGCGCCTCGTGCGCCTTTGGAAAGTCGAGTAAACCACATCA
CTTAGAGGAAGGAAAAGTCGTAACAAGGTTTCCGTAGGA

>TDN27_71
CCTTGTTACGACTTTTCCTTCCTCTAAGTGATGTGGTTTACTCGACTTTC
CAAAGGCGCACGAGGCGCCCTCGGTCCAAAGGGTTCACCGGACCACTCGA
AATCGGTAGGAGCGACGGGCGGTGTGTACAAAGGGCAGGGACTTAATCAA
CGCAGGCTGATGACCTGCGCTTACTAGGCATTCCTCGTTCAAGATCAAAA
ATTCCAAAGATCTATCCCCAGCACGACACATATTACTGGTTACCAGCTGC
CTCACGGAGCCGGTGATACTCGTTGTATGTGTCAGTGTAGCACGCGTGCG
GCCCAGGACATCTAAGGGCATCACAGACCA

>TDN27_72
AACCTTGTTACGACTTTTACTTCCTCTAGAAATAGCAGTTTGAGCTAATT
TCAAATCTTCTTTGGTTTTAAGGCAAAAAAGATTTGTCCTTAGTTCTCAC
TAATAAATCCGATCGGTAGTAGCGACGGGCGGTGTGTACAAGTGGCAGGG
ACTAAATCAGTGCAAGCTGATTACTTGCGCTTACTAGGAATTCCTAGTTC
AGGGTAAATAATTGCAAGTGCCCATTCCAACTACAAATAACTTTCATTAG
TTTGCCCGTCTTTGTCAAAACGGATAACTTGATGAGTTATTTATTGTAGC
GCGTGTGCGGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN27_73
CGCGGGATTGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACACGCGCT
ACACTGAATGTATCAGCTAGTTTTCCCTCTCCGAGAGGAGCGGGTAACCT
GTTGAACCACATTCGTGGTAGGGATCGGGGCTTGCAATTATTCCCCGTGA
ACCAGGAATTCCCAGTAGGCGCAAGTCATAAGCTTGCGTCGATTACGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAGCATTTTAGT
GAGGACCTCGGACTGCACAGATCTTTGGTTAACGCCGATGTCTGAGCGGA
AAGACGTCCAAACTGTAGTGCTTAGAGGAAGTAAAAGTCGTAACAAGGTT




TCCGTAGGA

>TDN27_9
TGCCCTTAGATGTCCGGGGCCGCACGCGCGCTACACTGAAGGATCAACGG
GGATTCTACCCTGATCCGAAAGGTCTAGGAAACCCGATGAATCTCCTTCG
TGCTAGGGATTGGGGCTTGGAATTCTTCCCCATGAACGATGAATTCCCAG
TAAGCGCGAGTCATAGGCTCGCGTTGATTACTTCCCTGCCCTTTGTACAC
ACCGCCCGTCGCTACTATCGATTGATCGGTTCAGTGAGGGCCTCGGATTG
GTCACGGTCTGGCATGCCAGTGCCGGCACCGATGGACGAGAAGAAGTCCG
AACTCGATCGCTTGGAGAAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN28_1
TGGCCGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCGGCACACGC
GCTACACAGGAATGCCCAGTAGGCGCAGGTCATCAACCTGCGTCGATTAC
GTCCCTGCCTTTTGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTT
TAGTGAGGTCCTCGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGAC
GAGAAGACGACCGAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAG
GTTTCCGTAGGA

>TDN28_10
CGCGGGATTGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCT
ACACTGACGCCTACAGCGAGTACCTCCCAGCCCCGAGAGGCGGCTGGTAA
TCAGCAATAGGCGTCGTGATGGGGATAGATCTTTGGAATTATGGATCTTG
AACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTC
CCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCC
GGTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGACAGTCA
GGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN28_11
TGGTCTGTGAGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACAGGAA
TGCCCAGTAGGCGCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTTT
TGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTCTAGTGAGGTCCT
CGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGACC
GAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGA
>TDN28_12
TCCTACGGAACCTTGTTACGACTTCACCTTCCTCTAAATGATAAGGTTCG
GACAAGTTCTCACGGTCAGGCCCCAATGAAGGAGCCAAACCACAATCCCG
AGTCCTCACCGGACCATTCAATCGGTAGGTGCGACGGGCGGTGTGTACAA
AGGGCAGGGACGTAATCATTGCAGTTTGATGAACTGCGATTACTAGGAAT
TCCTCGTTCACGATTAAAAATTGCAATAATCGATCCCTATCACGATGCAT
GTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTATATGCTCGTTGAGT
GCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGAC
CA

>TDN28_13
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAC
AGAACCAGCGAGTTTTTTTCCTTCACCGGAAGGTTGTGGGTAATCTTGTG
AAATTCTGTCGTGCTGGGGATAGAGCATTGCAATTATTGCTCTTCAACGA
GGAATCCCTTGTAAGCGTGAGTCATCAGCTCGCGTTGAATACGTCCCTGC
CCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGTATCAGTGAGG
CCTTGGGATTGGAGTCGCGGAGCCGGCAACGGCACCTTGGCGCTGAGAAC
TTGGTCAAACTCGTATGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC



GTAGGA

>TDN28_14
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGTCGCACGCGTGCTA
CAATGACGCCACGAACGAGCTTGCGTGATGAAAGTTACGCATAATCAGCA
GTCGGCGTCTTAAGGGATAGTCTCTTGTAACTGTGGGACTCCAACTAGGA
ATGTCTCGTAAGCACAAGTCAACATCTTGTGTTGATTACGTCCCTGCTCT
TTGTACACACCGCCCGTCGCTCCTACCGATCGAGTGTTTAGGTGAATTTG
ATGGACGTAAGGAAGTCAAATAAACCTGAGCACTTAGAGGAAGGAGAAGT
CGTAACAAGGTTTCCGTAGGA

>TDN28_16
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACTTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGAACTTTGGAATTATTGTTCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGTTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGCCGCGGAAAGTCAG
GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN28_17
CCTTGTTACGACTTCACCTTCCTCTAAATGATAAGGTTCGGACAAGTTCT
CACGGTCAGGCCCCAATGAAGGAGCCAAACCACAATCCCGAGTCCTCACC
GGACCATTCAATCGGTAGGTGCGACGGGCGGTGTGTACAAAGGGCAGGGA
CGTAATCATTGCAGTTTGATGAACTGCGATTACTAGGAATTCCTCGTTCA
CGATTAAAAATTGCAATAATCGATCCCTATCACGATGCATGTTAACAAGA
TTACCCAGGCCTCTCGGCCAAGGTTATATGCTCGTTGAGTGCATCAGTGT
AACGCGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN28_18
GCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGACGCCTACAGCGA
GTACTTCCCAGCCCCGAGAGGCGGCTGGTAATCAGCAATAGGCGTCGTGA
TGGGGATAGAACTTTGGAATTATTGTTCTTGAACGAGGAATGCCTAGTAA
GCGCAGGTCATTAGCCTGCGTTGATTAAGTCCCTGCCCTTTGTACACACC
GCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATCTTTCGGACTGC
GCGCGGCTTCGTGCCGTGCCGCGGAAAGTCAGGTAAACCTTATCACTTAG
AGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA

>TDN28_19
GCCGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGC
TACACTGACAGAACCAGCGAGCTTTTTTCCTTCACCGGAAGGTTGTGGGT
AATCTTGTGAAATTCTGTCGTGCTGGGGATAGAGCATTGCAATTATTGCT
CTTCAACGAGGAATCCCTTGTAAGCGTGAGTCATCAGCTCGCGTTGAATA
CGTCCCTGCCCTTTGTACACACCGCCCGTCGCTACCACCGATTGAATGTA
TCAGTGAGGCCTTGGGATTGGAGTCGCGGAGCCG

>TDN28_2
GCCGCGGGATCCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAAGTG
CTACAGTTCGGTCGTCTTCTCGTCAGCTAGGCAGGGTTAGCCGCCAGGCA
AACAATCCGAGGACCTCACTAAAACACTCAATCGGTAGTAGCGACGGGCG
GTGTGTACAAAAGGCAGGGACGTAATCGACGTCAGAAAGGGAAGAACTAG
CTGATCAATTCAGTGTAGCGCGTGTGCCGCCCAGAACATCTAAGGGCATC
ACAGACCA



>TDN28_20
CGCGGGATCCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAAGTGCT
ACAGTCCGGTCGTCTTCTCGTCAGCTAGGCAGGGTTAGCCGCCAGGCAAA
CAATCCGAGGACCTCACTAAAACACTCAATCGGTAGTAGCGACGGGCGGT
GTGTACAAAAGGCAGGGACGTAATCGACGCAGGTTGATGACCTGCGCCTA
CTGGGCATTCCTGGTTCACGGAGAATAATTGTCAGAAAGGGAAGAACTAG
CTGATCAATTCAGTGTAGCGCGTGTGCCGCCCAGAACATCTAAGGGCATC
ACAGACCA

>TDN28_22
ATGGTCTGTGATGCCCTTAGATGTCCTGGGTCGCACGCGTGCTACAATGA
CGCCACGAACGAGCTTGCGTGATGAAAGTTACGCATAATCAGCAGTCGGC
GTCTTAAGGGATAGTCTCTTGTAACTGTGGGACTCCAACTAGGAATGTCT
CGTAAGCACAAGTCAACATCTTGTGTTGATTACGTCCCTGCTCTTTGTAC
ACACCGCCCGTCGCTCCTACCGATCGAGTGTTTAGGTGAATTTGATGGAC
GTAAGGAAGTCAAATAAACCTGAGCACTTAGAGGAAGGAGAAGTCGTAAC
AAGGTTTCCGTAGGA

>TDN28_23
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGTCGCACGCGTGCTA
CAATGACGCCACGAACGAGCTTGCGTGATGAAAGTTACGCATAATCAGCA
GTCGGCGTCTTAAGGGATAGTCTCTTGTAACTGTGGGACTCCAACTAGGA
ATGTCTCGTAAGCACAAGTCAACATCTTGTGTTGATTACGTCCCTGCTCT
TTGTACACACCGCCCGTCGCTCCTACCGATCGAGTGTTTAGGTGAATTTG
ATGGACGTAAGGAAGTCAAATAAACCTGAGCACTTAGAGGAAGGAGAAGT
CGTAACAAGGTTTCCGTAGGA

>TDN28_24
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGTTA
CACTGATGCACTCAACGAGCATATAACCTTGGCCGAGAGGCCTGGGTAAT
CTTGTTAACATGCATCGTGATAGGGATCGATTATTGCAATTTTTAATCGT
GAACGAGGAATTCCTAGTAATCGCAGTTCATCAAACTGCAATGATTACGT
CCCTGCCCTTTGTACACACCGCCCGTCGCACCTACCGATTGAATGGTCCG
GTGAGGACTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCCTGACCGTGA
GAACTTGTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGG
>TDN28_27
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CAATGATGCAGGCAACGAGTGCTGCTCCTTGGCCGAAAGGCTTGGGGAAC
CTTGAAAACTGCATCGTGCTAGGGATAGATGATTGCAATCGTGCATCTTG
AACGAGGAATGCCTTGTAAGCGTGAGTCATCAACTCGCGCTGAATACGTC
CCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGGATGGTCCGG
TGAACTGGTCGGACTGATAATTGTCACTGCGGGTGCAGTAGCATTACGGA
AAGTCCGGTGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTT
TCCGTAGGA

>TDN28_28
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACTTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGAACTTTGGAATTATTGTTCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGTTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGCCGCGGAAAGTCGG



GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GAATCACTAGT

>TDN28_29
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CACTGATGAACGCAACGAGACGACCTGTACCGAAAGGCATGGGTAAACTT
GTGAAAGTTCATCGTGATGGGGATAGATTATTGCAATTATTAATCTTCAA
CGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGATTACGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTCCGGTG
AAATCTTCGGATTGCTGGGTAGGACTTCGCAAGTTGACCTATCTGCGAGA
AGTTGCTTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTT
CCGTAGGA

>TDN28_3
TGGCCGCGGGATTCCTACGGAAACCTTGTTACGACTTCACCTTCCTCTAA
ATGATAAGGTTCGGACAAGTTCTCACGGTCAGGCCCCAATGAAGGAGCCA
AACCACAATCCCGAGTCCTCACCGGACCATTCAATCGGTAGGTGCGACGG
GCGGTGTGTACAAAGGGCAGGGACGTAATCATTGCAGTTTGATGAACTGC
GATTACTAGGAATTCCTCGTTCACGATTAAAAATTGCAATAATCGATCCC
TATCACGATGCATGTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTAT
ATGCTCGTTGAGTGCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAA
GGGCATCACAGACCA

>TDN28_30
CGCGGGATCCTACGGAACCTTGTTACGACTTCACCTTCCTCTAAATGATA
AGGTTCGGACAAGTTCTCGCAGTCAGGCCCCAATGAAGGAGCCAAACCAC
AATCCCGAGTCCTCACCGGACCATTCAATCGGTAGGTGCGACGGGCGGTG
TGTACAAAGGGCAGGGACGTAATCATTGCAGTTTGATGAACTGCGATTAC
TAGGAATTCCTCGTTCAAGATTAATAATTGCAATAATCTATCCCTATCAC
GATGCATGTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTATATGCTC
GTTGAGTGCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAAGGGCAT
CACAGACCA

>TDN28_31
GGCCGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCG
CTACACTGATGAACGCAACGAGACGACCTGTACCGAAAGGCATGGGTAAA
CTTGTGAAAGTTCATCGTGATGGGGATAGATTATTGCAATTATTAATCTT
CAACGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGATTACGT
CCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTCCG
GTGAAATCTTCGGATTGCTGGGTAGGACTTCGCAAGTTGACCTATCTGCG
AGAAGTTGCTTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGG
TTTCCGTAGGA

>TDN28_32
GCCGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGT
TACACTGATGCACTCAACGAGCATATAACCTTGGCCGAGAGGCCTGGGTA
ATCTTGTTAACATGCATCGTGATAGGGATCGATTATTGCAATTTTTAATC
GTGAACGAGGAATTCCTAGTAATCGCAGTTCATCAAACTGCAATGATTAC
GTCCCTGCCCTTTGTACACACCGCCCGTCGCACCTACCGATTGAATGGTC
CGGTGAGGACTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCCTGACCGT
GAGAACTTGTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAG
GTTTCCGTAGGA

>TDN28_36



CGCGGGATTCCTACGGAAACCTTGTTACGACTTCACCTTCCTCTAAATGA
TAAGGTTCGGACAAGTTCTCACGGTCAGGCCCCAATGAAGGAGCCAAACC
ACAATCCCGAGTCCTCACCGGACCATTCAATCGGTAGGTGCGACGGGCGG
TGTGTACAAAGGGCAGGGACGTAATCATTGCAGTTTGATGAACTGCGATT
ACTAGGAATTCCTCGTTCACGATTAAAAATTGCAATAATCGATCCCTATC
ACGATGCATGTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTATATGC
TCGTTGAGTGCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAAGGGC
ATCACAGACCA

>TDN28_37
GGCCGCGGGATCCTACGGAAACCTTGTTACGACTTTTACTTCCTCTAAGT
GCTACAGTTCGGTCGTCTTCTCGTCAGCTAGGCAGGGTTAGCCGCCAGGC
AAACAATCCGAGGACCTCACTAAAACACTCAATCGGTAGTAGCGACGGGC
GGTGTGTACAAAAGGCAGGGACGTAATCGACGCAGGTTGATGACCTGCGC
CTACTGGGCATTCCTGGTTCACGGAGAATAATTGCAAGCTCCGATCACCC
ATTCTTGTCAGAAAGGGAAGAACTAGCTGATCAATTCAGTGTAGCGCGTG
TGCCGCCCAGAACATCTAAGGGCATCACAGACCA

>TDN28_38
TGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTACACTGAC
GCCTACAGCGAGTACCTCCCAGCCCCGAGAGGCGGCTGGTAATCAGCAAT
AGGCGTCGTGATGGGGATAGATCTTTGGAATTATGGATCTTGAACGAGGA
ATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTCCCTGCCCT
TTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCGGTGAATC
TTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAGGTAAACC
TTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAGGA
>TDN28_39
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACCTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGATCTTTGGAATTATGGATCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGACAGTCAG
GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN28_4
TGGCCGCGGGATCCTACGGAAACCTTGTTACGACTTCACCTTCCTCTAAA
TGATAAGGTTCGGACAAGTTCTCACGGTCAGGCCCCAATGAAGGAGCCAA
ACCACAATCCCGAGTCCTCACCGGACCATTCAATCGGTAGGTGCGACGGG
CGGTGTGTACAAAGGGCAGGGACGTAATCATTGCAGTTTGATGAACTGCG
ATTACTAGGAATTCCTCGTTCACGATTAAAAATTGCAATAATCGATCCCT
ATCACGATGCATGTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTATA
TGCTCGTTGAGTGCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAAG
GGCATCACAGACCA

>TDN28_40
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CACTGAATAGATCAGCGTGTCTTCCCTTGCCGAGAGGTACGGGTAACCCG
CTGAAACCTATTCGTGGTAGGGATCGGGGCTTGCAATTATTCCCCGTGAA
CCAGGAATTCCCAGTAAGCGCAAGTCATAAGCTTGCGTTGATTACGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTACTACCGATTGAATGTTTTAGTG



AGGTATTTGGATCGGACCTTTGGGAGATTTTTCTTCCATTGCTGTCTGAG
AAGACTCCCAAACTTGAGCATTTAGAGGAAGTAAAAGTCGTAACAAGGTT
TCCGTAGGAATCACTAGTGCGGCCGCCTGCAGGTCGACCATATGGGAGAG
CTCCCAACGCGTTGGAT

>TDN28_41
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACTTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGAACTTTGGAATTATTGTTCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGTTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGCCGCGGAAAGTCAG
GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN28_44
GCCGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGC
TACACTGACGCCTACAGCGAGTACTTCCCAGCCCCGAGAGGCGGCTGGTA
ATCAGCAATAGGCGTCGTGATGGGGATAGAACTTTGGAATTATTGTTCTT
GAACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGTTGATTAAGT
CCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTC
CGGTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGCCGCGGAAAGTC
AGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGT
AGGA

>TDN28_45
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CACTGATGAACGCAACGAGACGACCTGTACCGAAAGGCATGGGTAAACTT
GTGAAAGTTCATCGTGATGGGGATAGATTATTGCAATTATTAATCTTCAA
CGAGGAATTCCTAGTAAGCGCGAGTCATCAGCTCGCGTTGATTACGTCCC
TGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGAATGGTCCGGTG
AAATCTTCGGATTGCTGGGTAGGACTTCGCAAGTTGACCTATCTGCGAGA
AGTTGCTTGAACCTTATCATTTAGAGGAAGGAGAAGTCGTAACAAGGTTT
CCGTAGGA

>TDN28_46
GGCCGCGGGATCCTACGGAACCTTGTTACGACTTCACCTTCCTCTAAGTG
ATAAGGTTCACACGAGTTCTCACAGGCAGGCCCTAATGAAAGAGCCAAAC
CACAATCCCGAGTCTTCACCGGACCATTCAATCGGTAGGTGCGACGGGCG
GTGTGTACAAAGGGCAGGGACGTAATCATTGCAGATTGATGATCTGCGAT
TACTAGGAATTCCTCGTTCAAGATTAATAATTGCAATAATCTATCCCTAT
CACGATGCATGTTAACAAGATTACCCAGGCCTCTCGGCCAAGGTTATATG
CTCGTTGAGTGCATCAGTGTAACGCGCGTGCGGCCCAGGACATCTAAGGG
CATCACAGACCA

>TDN28_47
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTA
CAATGATGCAGGCAACGAGTGCTGCTCCTTGGCCGAAAGGCTTGGGGAAC
CTTGAAAACTGCATCGTGCTAGGGATAGATGATTGCAATCGTGCATCTTG
AACGAGGAATGCCTTGTAAGCGTGAGTCATCAACTCGCGCTGAATACGTC
CCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTGGATGGTCCGG
TGAACTGGTCGGACTGATAATTGTCACTGCGGGTGCAGTAGCATTACGGA
AAGTCCGGTGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTT



TCCGTAGGA
>TDN28_48
TGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGTTACACTGAT
GCACTCAACGAGCATATAACCTTGGCCGAGAGGCCTGGGTAATCTTGTTA
ACATGCATCGTGATAGGGATCGATTATTGCAATTTTTAATCGTGAACGAG
GAATTCCTAGTAATCGCAGTTCATCAAACTGCAATGATTACGTCCCTGCC
CTTTGTACACACCGCCCGTCGCACCTACCGATTGAATGGTCCGGTGAGGA
CTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCCTGACCGTGAGAACTTG
TCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN28_49
CGCGGGATTCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAGATGA
TAAGGTTCACCGGACTTTCCGTAATGCTACTGCACCCGCAGTGACAATTA
TCAGTCCGACCAGTTCACCGGACCATCCAATCGGTAGGAGCGACGGGCGG
TGTGTACAAAGGGCAGGGACGTATTCAGCGCGAGTTGATGACTCACGCTT
ACAAGGCATTCCTCGTTCAAGATGCACGATTGCAATCATCTATCCCTAGC
ACGATGCAGTTTTCAAGGTTCCCCAAGCCTTTCGGCCAAGGAGCAGCACT
CGTTGCCTGCATCATTGTAGCGCGCGTGCGGCCCAGAACATCTAAGGGCA
TCACAGACCA

>TDN28_5
CGCGGGATGGTCTGTGATGCCCTTAGATGTTCTGGGCGGCACACGCGCTA
CACTGAATTGATCAGCTAGTTCTTCCCTTTCTGACGTCGATTACGTCCCT
GCCTTTTGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGA
GGTCCTCGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAG
ACGACCGAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC
GTAGGA

>TDN28_50
CGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGCTA
CACTGACGCCTACAGCGAGTACCTCCCAGCCCCGAGAGGCGGCTGGTAAT
CAGCAATAGGCGTCGTGATGGGGATAGATCTTTGGAATTATGGATCTTGA
ACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGTCC
CTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTCCG
GTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTCAG
GTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTAG
GA

>TDN28_51
CGCGGGATTCCTACGGAACCTTGTTACGACTTCTCCTTCCTCTAAGTGAT
AAGGTTTACCTGACTTTCCGCGGCACGGCACGAAGCCGCGCGCAGTCCGA
AAGATTCACCGGACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTAC
AAAGGGCAGGGACTTAATCAACGCAGGCTAATGACCTGCGCTTACTAGGC
ATTCCTCGTTCAAGAACAATAATTCCAAAGTTCTATCCCCATCACGACGC
CTATTGCTGATTACCAGCCGCCTCTCGGGGCTGGGAAGTACTCGCTGTAG
GCGTCAGTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGAC
CA

>TDN28_53
GCCGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGCGT
TACACTGATGCACTCAACGAGCATATAACCTTGGCCGAGAGGCCTGGGTA
ATCTTGTTAACATGCATCGTGATAGGGATCGATTATTGCAATTTTTAATC



GTGAACGAGGAATTCCTAGTAATCGCAGTTCATCAAACTGCAATGATTAC
GTCCCTGCCCTTTGTACACACCGCCCGTCGCACCTACCGATTGAATGGTC
CGGTGAGGACTCGGGATTGTGGTTTGGCTCCTTCATTGGGGCCTGACCGT
GAGAACTTGTCCGAACCTTATCATTTAGAGGAAGGTGAAGTCGTAACAAG
GTTTCCGTAGGA

>TDN28_54
GCCGCGGGATGGTCTGTGATGCCCTTAGATGTCCTGGGCCGCACGCGTGC
TACACTGACGCCTACAGCGAGTACCTCCCAGCCCCGAGAGGCGGCTGGTA
ATCAGCAATAGGCGTCGTGATGGGGATAGATCTTTGGAATTATGGATCTT
GAACGAGGAATGCCTAGTAAGCGCAGGTCATTAGCCTGCGCTGATTAAGT
CCCTGCCCTTTGTACACACCGCCCGTCGCTCCTACCGATTTCGAGTGGTC
CGGTGAATCTTTCGGACTGCGCGCGGCTTCGTGCCGTGTCGCGGAAAGTC
AGGTAAACCTTATCACTTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGT
AGGA

>TDN28_55
GGCCGCGGGATTCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCTAGA
TGATAAGGTTCACCGGACTTTCCGTAATGCTACTGCACCCGCAGTGACAA
TTATCAGTCCGACCAGTTCACCGGACCATCCAATCGGTAGGAGCGACGGG
CGGTGTGTACAAAGGGCAGGGACGTATTCAGCGCGAGTTGATGACTCACG
CTTACAAGGCATTCCTCGTTCAAGATGCACGATTGCAATCATCTATCCCT
AGCACGATGCAGTTTTCAAGGTTCCCCAAGCCTTTCGGCCAAGGAGCAGC
ACTCGTTGCCTGCATCATTGTAGCGCGCGTGCGGCCCAGAACATCTAAGG
GCATCACAGACCA

>TDN28_56
CGCGGGATCCTACGGAACCTTGTTACGACTTCTCCTTCCTCTAAGTGATG
TGGTTTACTTGACTTCCCAAAAGCGCCACAGGGACGCTCTCGGTCCGAAA
GGTTCACCGGACCACTCGAAATCGGTAGGAGCGACGGGCGGTGTGTACAA
AGGGCAGGGACTTAATCAACGCAAGCTGATGACTTGCGCTTACTAGGCAT
TCCTCGTTCAAGAGCCACAATTCCAAAGCTCTATCCCCATCACGACGCAT
ATTGCTGATTACCAGCTACCTCGCGGAGCTGGAGATACTCGCTGTATGCG
TCAGTGTAGCACGCGTGCGGCCCAGGACATCTAAGGGCATCACAGACCA
>TDN28_6
TGGTCTGTGATGCCCTTAGATGTTCTGGGCGGCACACGCGCTACACAGGA
ATGCCCAGTAGGCGCAGGTCATCAACCTGCGTCGATTACGTCCCTGCCTT
TTGTACACACCGCCCGTCGCTACTACCGATTGAGTGTTTTAGTGAGGTCC
TCGGATTGTTTGCCTGGCGGCTAACCCTGCCTAGCTGACGAGAAGACGAC
CGAACTGTAGCACTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGG
A

>TDN28_7
TGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACACTGAC
AGAACCAGCGAGCTTTTTTCCTTCACCGGAAGGTTGTGGGTAATCTTGTG
AAATTCTGTCGTGCTGGGGATAGAGCATTGCAATTATTGCTCTTCAACGA
GGAATCCCTTGTAAGCGTGAGTCATCAGCTCGCGTTGAATACGTCCCTGC
CCTTTGTACACACCGCCCGTCGCTACCACCGATTGAATGTATCAGTGAGG
CCTTGGGATTGGAGTCGCGGAGCCGGCAACGGCACCTTGGCGCTGAGAAC
TTGGTCAAACTCGTATGTTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCC
GTAGGA

>TDN28_8



ATGGTCTGTGATGCCCTTAGATGTTCTGGGCCGCACGCGCGCTACAATGA
TGCAGGCAACGAGTGCTGCTCCTTGGCCGAAAGGCTTGGGGAACCTTGAA
AACTGCATCGTGCTAGGGATAGATGATTGCAATCGTGCATCTTGAACGAG
GAATGCCTTGTAAGCGTGAGTCATCAACTCGCGCTGAATACGTCCCTGCC
CTTTGTACACACCGCCCGTCGCTCCTACCGATTGGATGGTCCGGTGAACT
GGTCGGACTGATAATTGTCACTGCGGGTGCAGTAGCATTACGGAAAGTCC
GGTGAACCTTATCATCTAGAGGAAGGAGAAGTCGTAACAAGGTTTCCGTA
GGA

>TDN28_9
GCCATGGCGCGGGATCCTACGGAAACCTTGTTACGACTTCTCCTTCCTCT
AGATGATAAGGTTCACCGGACTTTCCGTAATGCTACTGCACCCGCAGTGA
CAATTATCAGTCCGACCAGTTCACCGGACCATCCAATCGGTAGGAGCGAC
GGGCGGTGTGTACAAAGGGCAGGGACGTATTCAGCGCGAGTTGATGACTC
ACGCTTACAAGGTATTCCTCGTTCAAGATGCACGATTGCAATCATCTATC
CCTAGCACGATGCAGTTTTCAAGGTTCCCCAAGCCTTTCGGTCAAG



